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increased plant size. Plant Direct, 2019, 3, e00174. 0.8 6
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28 Comparison of transcriptome profiles by Fusarium oxysporum inoculation between Fusarium yellows
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29 Tissue and cell-specific transcriptomes in cotton reveal the subtleties of gene regulation underlying
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30 Analysis of Argonaute 4-Associated Long Non-Coding RNA in Arabidopsis thaliana Sheds Novel Insights
into Gene Regulation through RNA-Directed DNA Methylation. Genes, 2017, 8, 198. 1.0 19

31 Genetic distance of inbred lines of Chinese cabbage and its relationship to heterosis. Plant Gene, 2016,
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32 Early changes of gene activity in developing seedlings of Arabidopsis hybrids relative to parents may
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Development of primer sets that can verify the enrichment of histone modifications, and their
application to examining vernalization-mediated chromatin changes in &lt;i&gt;Brassica rapa&lt;/i&gt;
L.. Genes and Genetic Systems, 2016, 91, 1-10.
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Academy of Sciences of the United States of America, 2016, 113, E6704-E6711. 3.3 71
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38 Genetic characterization of inbred lines of Chinese cabbage by DNA markers; towards the application
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39 Nicotiana Small RNA Sequences Support a Host Genome Origin of Cucumber Mosaic Virus Satellite
RNA. PLoS Genetics, 2015, 11, e1004906. 1.5 28
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54 Characterization of the defense transcriptome responsive to Fusarium oxysporum-infection in
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64
FLOWERING LOCUS C (FLC) regulates development pathways throughout the life cycle of
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87 Hypoxia. Plant Signaling and Behavior, 2009, 4, 773-776. 1.2 9

88 The influence of vernalization and daylength on expression of flowering-time genes in the shoot apex
and leaves of barley (Hordeum vulgare).. Journal of Experimental Botany, 2009, 60, 2169-2178. 2.4 107

89 Expression, Imprinting, and Evolution of Rice Homologs of the Polycomb Group Genes. Molecular
Plant, 2009, 2, 711-723. 3.9 193

90 The Low-Oxygen-Induced NAC Domain Transcription Factor <i>ANAC102</i> Affects Viability of
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135 A novel T-DNA vector design for selection of transgenic lines with simple transgene integration and
stable transgene expression. Functional Plant Biology, 2005, 32, 671. 1.1 18

136 The transcription factor ATAF2 represses the expression of pathogenesis-related genes in Arabidopsis.
Plant Journal, 2005, 43, 745-757. 2.8 273

137 The downregulation of FLOWERING LOCUS C (FLC) expression in plants with low levels of DNA
methylation and by vernalization occurs by distinct mechanisms. Plant Journal, 2005, 44, 420-432. 2.8 125

138 Cold-induced repression of the rice anther-specific cell wall invertase gene OSINV4 is correlated with
sucrose accumulation and pollen sterility. Plant, Cell and Environment, 2005, 28, 1534-1551. 2.8 309

139 Isolation and characterization of a Ds-tagged rice (Oryza sativa L.) GA-responsive dwarf mutant
defective in an early step of the gibberellin biosynthesis pathway. Plant Cell Reports, 2005, 23, 819-833. 2.8 61

140
Cycloheximide treatment of cotton ovules alters the abundance of specific classes of mRNAs and
generates novel ESTs for microarray expression profiling. Molecular Genetics and Genomics, 2005,
274, 477-493.

1.0 21

141 Microarray Analysis Reveals Vegetative Molecular Phenotypes of Arabidopsis Flowering-time Mutants.
Plant and Cell Physiology, 2005, 46, 1190-1201. 1.5 35

142
MINISEED3 (MINI3), a WRKY family gene, and HAIKU2 (IKU2), a leucine-rich repeat (LRR) KINASE gene, are
regulators of seed size in Arabidopsis. Proceedings of the National Academy of Sciences of the United
States of America, 2005, 102, 17531-17536.

3.3 476

143 Response of larval Chironomus tepperi (Diptera: Chironomidae) to individual Bacillus thuringiensis
var. israelensis toxins and toxin mixtures. Journal of Invertebrate Pathology, 2005, 88, 34-39. 1.5 37

144 Simple sequence repeat (SSR) markers reveal low levels of polymorphism between cotton (Gossypium) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 62 Td (hirsutum L.) cultivars. Australian Journal of Agricultural Research, 2005, 56, 301.1.5 55



10

Elizabeth S Dennis

# Article IF Citations

145 The ANTHER INDEHISCENCE1 Gene Encoding a Single MYB Domain Protein Is Involved in Anther
Development in Rice. Plant Physiology, 2004, 135, 1514-1525. 2.3 152

146 On the role of RNA silencing in the pathogenicity and evolution of viroids and viral satellites.
Proceedings of the National Academy of Sciences of the United States of America, 2004, 101, 3275-3280. 3.3 273

147 A bidirectional gene trap construct suitable for T-DNA and Ds-mediated insertional mutagenesis in rice
(Oryza sativa L.). Plant Biotechnology Journal, 2004, 2, 367-380. 4.1 40

148 A Cluster of Arabidopsis Genes with a Coordinate Response to an Environmental Stimulus. Current
Biology, 2004, 14, 911-916. 1.8 74

149 Spatial and temporal analysis of the local response to wounding. Plant Molecular Biology, 2004, 55,
165-181. 2.0 120

150 Approaches for the Isolation ofArabidopsisadh1Regulatory Mutants Using Allyl Alcohol Selection.
Russian Journal of Plant Physiology, 2003, 50, 762-773. 0.5 2

151 Opposing effects of reduced DNA methylation on flowering time in Arabidopsis thaliana. Planta, 2003,
216, 461-466. 1.6 34

152 Cell signalling and gene regulation. Current Opinion in Plant Biology, 2003, 6, 405-409. 3.5 69

153 Ds tagging of BRANCHED FLORETLESS 1 (BFL1) that mediates the transition from spikelet to floret
meristem in rice (Oryza sativa L). BMC Plant Biology, 2003, 3, 6. 1.6 67

154 Reciprocal control of flowering time by OsSOC1 in transgenic Arabidopsis and by FLC in transgenic
rice. Plant Biotechnology Journal, 2003, 1, 361-369. 4.1 81

155 Enhanced Low Oxygen Survival in Arabidopsis through Increased Metabolic Flux in the Fermentative
Pathway. Plant Physiology, 2003, 132, 1292-1302. 2.3 243

156 Enhancing the Anaerobic Response. Annals of Botany, 2003, 91, 111-117. 1.4 63

157 MADS box genes control vernalization-induced flowering in cereals. Proceedings of the National
Academy of Sciences of the United States of America, 2003, 100, 13099-13104. 3.3 409

158 Expression Profile Analysis of the Low-Oxygen Response in Arabidopsis Root Cultures[W]. Plant Cell,
2002, 14, 2481-2494. 3.1 362

159 Different Regulatory Regions Are Required for the Vernalization-Induced Repression of FLOWERING
LOCUS C and for the Epigenetic Maintenance of Repression. Plant Cell, 2002, 14, 2527-2537. 3.1 243

160 Rice Gene Machine: A Vehicle for Finding Functions of Cereal Genes. Asia Pacific Biotech News, 2002,
06, 936-942. 0.5 4

161
Increased level of hemoglobin 1 enhances survival of hypoxic stress and promotes early growth in
Arabidopsis thaliana. Proceedings of the National Academy of Sciences of the United States of
America, 2002, 99, 17197-17202.

3.3 170

162 Isolation and functional characterization of cytochrome P450s in Gibberellin biosynthesis pathway.
Methods in Enzymology, 2002, 357, 381-388. 0.4 4



11

Elizabeth S Dennis

# Article IF Citations

163
Investigation of the chromosomal location of the bacterial blight resistance gene present in an
Australian cotton (Gossypium hirsutum L.) cultivar. Australian Journal of Agricultural Research,
2002, 53, 551.

1.5 24

164 Overexpression of alcohol dehydrogenase or pyruvate decarboxylase improves growth of hairy roots
at reduced oxygen concentrations. Biotechnology and Bioengineering, 2002, 77, 455-461. 1.7 54

165 A quick and easy method for isolating good-quality RNA from cotton (Gossypium hirsutum L.) tissues.
Plant Molecular Biology Reporter, 2002, 20, 213-218. 1.0 56

166 FLC, a repressor of flowering, is regulated by genes in different inductive pathways. Plant Journal,
2002, 29, 183-191. 2.8 116

167 An iAc/Ds gene and enhancer trapping system for insertional mutagenesis in rice. Functional Plant
Biology, 2002, 29, 547. 1.1 65

168 Control of Early Seed Development. Annual Review of Cell and Developmental Biology, 2001, 17,
677-699. 4.0 184

169 Expression of pathogenesis-related genes in cotton stems in response to infection by Verticillium
dahliae. Physiological and Molecular Plant Pathology, 2001, 58, 119-131. 1.3 67

170 <i>GAMYB-like</i> Genes, Flowering, and Gibberellin Signaling in Arabidopsis. Plant Physiology, 2001,
127, 1682-1693. 2.3 291

171 A plastid envelope location of Arabidopsis ent-kaurene oxidase links the plastid and endoplasmic
reticulum steps of the gibberellin biosynthesis pathway. Plant Journal, 2001, 28, 201-208. 2.8 143

172 Control of flowering time by FLC orthologues in Brassica napus. Plant Journal, 2001, 28, 545-553. 2.8 197

173 Site specificity of the Arabidopsis METI DNA methyltransferase demonstrated through
hypermethylation of the superman locus. Plant Molecular Biology, 2001, 46, 171-183. 2.0 67

174 Expression and evolution of functionally distinct haemoglobin genes in plants. Plant Molecular
Biology, 2001, 47, 677-692. 2.0 139

175 Molecular Basis of the Anaerobic Response in Plants. IUBMB Life, 2001, 51, 79-82. 1.5 11

176 Title is missing!. Australasian Plant Pathology, 2001, 30, 27. 0.5 2

177 Molecular Basis of the Anaerobic Response in Plants. IUBMB Life, 2001, 51, 79-82. 1.5 15

178 The Arabidopsis AMP1 Gene Encodes a Putative Glutamate Carboxypeptidase. Plant Cell, 2001, 13, 2115. 3.1 2

179 Mitochondrial DNA sequences in ancient Australians: Implications for modern human origins.
Proceedings of the National Academy of Sciences of the United States of America, 2001, 98, 537-542. 3.3 204

180 A hemoglobin from plants homologous to truncated hemoglobins of microorganisms. Proceedings of
the National Academy of Sciences of the United States of America, 2001, 98, 10119-10124. 3.3 182



12

Elizabeth S Dennis

# Article IF Citations

181 The Arabidopsis <i>AMP1</i> Gene Encodes a Putative Glutamate Carboxypeptidase. Plant Cell, 2001, 13,
2115-2125. 3.1 146

182 Effects of manipulation of pyruvate decarboxylase and alcohol dehydrogenase levels on the
submergence tolerance of rice. Functional Plant Biology, 2001, 28, 1231. 1.1 31

183
The CYP88A cytochrome P450, ent-kaurenoic acid oxidase, catalyzes three steps of the gibberellin
biosynthesis pathway. Proceedings of the National Academy of Sciences of the United States of
America, 2001, 98, 2065-70.

3.3 164

184 The Arabidopsis AMP1 Gene Encodes a Putative Glutamate Carboxypeptidase. Plant Cell, 2001, 13,
2115-2125. 3.1 98

185 The control of flowering by vernalization. Current Opinion in Plant Biology, 2000, 3, 418-422. 3.5 126

186 Insect- and herbicide-resistant transgenic eucalypts*. Molecular Breeding, 2000, 6, 307-315. 1.0 70

187 Cytokinin synthesis is higher in the Arabidopsis amp1 mutant. Plant Growth Regulation, 2000, 32,
267-273. 1.8 30

188 Thetms2 gene as a negative selection marker in rice. Plant Molecular Biology Reporter, 2000, 18,
227-233. 1.0 12

189 Isolation of an ent-kaurene oxidase cDNA from Cucurbita maxima. Functional Plant Biology, 2000, 27,
1141. 1.1 6

190
Expression and parent-of-origin effects for FIS2, MEA, and FIE in the endosperm and embryo of
developing Arabidopsis seeds. Proceedings of the National Academy of Sciences of the United States of
America, 2000, 97, 10637-10642.

3.3 413

191 The Cytotoxic Plant Protein, Î²-Purothionin, Forms Ion Channels in Lipid Membranes. Journal of
Biological Chemistry, 2000, 275, 823-827. 1.6 83

192 Enhancement of Submergence Tolerance in Transgenic Rice Overproducing Pyruvate Decarboxylase.
Journal of Plant Physiology, 2000, 156, 516-521. 1.6 90

193
Transgenic cotton (Gossypium hirsutum) over-expressing alcohol dehydrogenase shows increased
ethanol fermentation but no increase in tolerance to oxygen deficiency. Functional Plant Biology,
2000, 27, 1041.

1.1 8

194 DNA methylation, a key regulator of plant development and other processes. Current Opinion in
Genetics and Development, 2000, 10, 217-223. 1.5 240

195 The molecular basis of vernalization: the central role of FLOWERING LOCUS C (FLC). Proceedings of
the National Academy of Sciences of the United States of America, 2000, 97, 3753-8. 3.3 366

196 Genes controlling fertilization-independent seed development in Arabidopsis thaliana. Proceedings of
the National Academy of Sciences of the United States of America, 1999, 96, 296-301. 3.3 436

197 Arabidopsis ent-Kaurene Oxidase Catalyzes Three Steps of Gibberellin Biosynthesis. Plant Physiology,
1999, 119, 507-510. 2.3 182

198 Arabidopsis Roots and Shoots Have Different Mechanisms for Hypoxic Stress Tolerance. Plant
Physiology, 1999, 119, 57-64. 2.3 190



13

Elizabeth S Dennis

# Article IF Citations

199 The FLF MADS Box Gene: A Repressor of Flowering in Arabidopsis Regulated by Vernalization and
Methylation. Plant Cell, 1999, 11, 445-458. 3.1 905

200 A prolonged cold treatment-induced cytochrome P450 gene from Arabidopsis thaliana. Plant, Cell and
Environment, 1999, 22, 791-800. 2.8 12

201 Multiple DNA methyltransferase genes in Arabidopsis thaliana. Plant Molecular Biology, 1999, 41,
269-278. 2.0 70

202 Title is missing!. Molecular Breeding, 1999, 5, 219-232. 1.0 54

203 A TM3-like MADS-box gene from Eucalyptus expressed in both vegetative and reproductive tissues. Gene,
1999, 228, 155-160. 1.0 23

204 Eucalyptus has a functional equivalent of the Arabidopsis floral meristem identity gene LEAFY. Plant
Molecular Biology, 1998, 37, 897-910. 2.0 100

205 Ovule and embryo development, apomixis and fertilization. Current Opinion in Plant Biology, 1998, 1,
26-31. 3.5 39

206 Genetic control of male fertility in Arabidopsis thaliana : structural analyses of postmeiotic
developmental mutants. Planta, 1998, 205, 492-505. 1.6 75

207 Cloning and characterization ofMS5fromArabidopsis: a gene critical in male meiosis. Plant Journal,
1998, 15, 345-356. 2.8 121

208 Comparison of three selectable marker genes for transformation of wheat by microprojectile
bombardment. Functional Plant Biology, 1998, 25, 39. 1.1 41

209 Cloning of the Arabidopsis ent-kaurene oxidase gene GA3. Proceedings of the National Academy of
Sciences of the United States of America, 1998, 95, 9019-9024. 3.3 205

210 DNA methylation and the promotion of flowering by vernalization. Proceedings of the National
Academy of Sciences of the United States of America, 1998, 95, 5824-5829. 3.3 205

211 Evidence for a Role for AtMYB2 in the Induction of the Arabidopsis Alcohol Dehydrogenase Gene
(ADH1) by Low Oxygen. Genetics, 1998, 149, 479-490. 1.2 186

212 Cell-Specific Expression of the Promoters of Two Nonlegume Hemoglobin Genes in a Transgenic
Legume, Lotus corniculatus. Plant Physiology, 1997, 113, 45-57. 2.3 44

213 Two hemoglobin genes in Arabidopsis thaliana: The evolutionary origins of leghemoglobins.
Proceedings of the National Academy of Sciences of the United States of America, 1997, 94, 12230-12234. 3.3 253

214 Fertilization-independent seed development in Arabidopsis thaliana. Proceedings of the National
Academy of Sciences of the United States of America, 1997, 94, 4223-4228. 3.3 487

215 Regeneration and transformation of Eucalyptus camaldulensis. Plant Cell Reports, 1997, 16, 787-791. 2.8 85

216 The Arabidopsis thaliana genome has multiple divergent forms of phosphoinositol-specific
phospholipase C. Gene, 1997, 202, 151-156. 1.0 28



14

Elizabeth S Dennis

# Article IF Citations

217 Eucalyptus has functional equivalents of the Arabidopsis AP1 gene. Plant Molecular Biology, 1997, 35,
573-584. 2.0 87

218 Title is missing!. Molecular Breeding, 1997, 3, 371-380. 1.0 93

219 Isolation of the glucose oxidase gene from Talaromyces flavus and characterisation of its role in the
biocontrol of Verticillium dahliae. Current Genetics, 1997, 32, 367-375. 0.8 45

220 Protein Synthesis During Oxygen Deprivation in Cotton. Functional Plant Biology, 1996, 23, 341. 1.1 6

221 Vernalization and the initiation of flowering. Seminars in Cell and Developmental Biology, 1996, 7,
441-448. 2.3 32

222 A new hemoglobin gene from soybean: a role for hemoglobin in all plants.. Proceedings of the
National Academy of Sciences of the United States of America, 1996, 93, 5682-5687. 3.3 152

223 Reduced DNA methylation in Arabidopsis thaliana results in abnormal plant development.. Proceedings
of the National Academy of Sciences of the United States of America, 1996, 93, 8449-8454. 3.3 703

224 Searching for tagged male-sterile mutants of arabidopsis. Plant Molecular Biology Reporter, 1996, 14,
330-342. 1.0 9

225 Characterization of pyruvate decarboxylase genes from rice. Plant Molecular Biology, 1996, 31, 761-770. 2.0 42

226 The alcohol dehydrogenase genes of cotton. Plant Molecular Biology, 1996, 31, 897-904. 2.0 21

227 Isolation and characterisation of full-length cDNA clones of the giant taro (Alocasia macrorrhiza)
trypsin/chymotrypsin inhibitor. Plant Molecular Biology, 1996, 30, 1035-1039. 2.0 5

228 Increased endogenous cytokinin in the Arabidopsis amp1 mutant corresponds with de-etiolation
responses. Planta, 1996, 198, 549-556. 1.6 89

229 Abscisic Acid Induces the Alcohol Dehydrogenase Gene in Arabidopsis. Plant Physiology, 1996, 111,
381-391. 2.3 184

230 Effectiveness of Purified Bacillus thuringiensis Berliner Insecticidal Proteins in Controlling Three
Insect Pests of Australian Eucalypt Plantations. Journal of Economic Entomology, 1996, 89, 1392-1398. 0.8 11

231 A ribozyme gene and an antisense gene are equally effective in conferring resistance to tobacco
mosaic virus on transgenic tobacco. Molecular Genetics and Genomics, 1996, 250, 329. 2.4 15

232 Construction of a YAC Contig of 2 Megabases Around the MS1 Gene in Arabidopsis thaliana. Functional
Plant Biology, 1996, 23, 453. 1.1 5

233 Effective ribozyme delivery in plant cells.. Proceedings of the National Academy of Sciences of the
United States of America, 1995, 92, 6175-6179. 3.3 39

234 Symbiotic and Nonsymbiotic Hemoglobin Genes of Casuarina glauca. Plant Cell, 1995, 7, 213. 3.1 21



15

Elizabeth S Dennis

# Article IF Citations

235
Modification of Vacuolar Chitinase and Osmotin cDNAs of Tobacco for Extracellular Secretion and
their Cloning with CaMV 35S Promoter. Journal of Plant Biochemistry and Biotechnology, 1995, 4,
41-42.

0.9 1

236 Nucleotide Sequence of a Rice Genomic Pyruvate Decarboxylase Gene That Lacks Introns: A
Pseudo-Gene?. Plant Physiology, 1994, 106, 1697-1698. 2.3 15

237 Cloning and Sequencing of a Full-Length cDNA from Thlaspi arvense L. That Encodes a Cytochrome
P-450. Plant Physiology, 1994, 105, 755-756. 2.3 20

238 Differential Interactions of Promoter Elements in Stress Responses of the Arabidopsis Adh Gene. Plant
Physiology, 1994, 105, 1075-1087. 2.3 286

239 The expression and anaerobic induction of alcohol dehydrogenase in cotton. Biochemical Genetics,
1994, 32, 279-300. 0.8 25

240 Regulation of the Arabidopsis Adh Gene by Anaerobic and Other Environmental Stresses. Annals of
Botany, 1994, 74, 301-308. 1.4 40

241 The Use of the Emu Promoter With Antibiotic and Herbicide Resistance Genes for the Selection of
Transgenic Wheat Callus and Rice Plants. Functional Plant Biology, 1994, 21, 95. 1.1 41

242 Promoter Elements Required for Developmental Expression of the Maize Adh1 Gene in Transgenic Rice.
Plant Cell, 1994, 6, 799. 3.1 16

243 Gene-Expression Following T-DNA Transfer Into Plant Cells Is Aphidicolin-Sensitive. Functional Plant
Biology, 1994, 21, 125. 1.1 0

244 Does the ocs-element occur as a functional component of the promoters of plant genes?. Plant
Journal, 1993, 4, 433-443. 2.8 72

245 amp1 - a mutant with high cytokinin levels and altered embryonic pattern, faster vegetative growth,
constitutive photomorphogenesis and precocious flowering. Plant Journal, 1993, 4, 907-916. 2.8 316

246 Behaviour of modified Ac elements in flax callus and regenerated plants. Plant Molecular Biology,
1993, 22, 625-633. 2.0 30

247 Manipulating floral organ identity. Current Biology, 1993, 3, 90-93. 1.8 9

248 Genes conferring late flowering inArabidopsis thaliana. Genetica, 1993, 90, 147-155. 0.5 83

249 Cotton plants transformed with a bacterial degradation gene are protected from accidental spray
drift damage by the herbicide 2,4-dichlorophenoxyacetic acid. Transgenic Research, 1993, 2, 162-169. 1.3 49

250 Isolation and identification by sequence homology of a putative cytosine methyltransferase
fromArabidopsis thaliana. Nucleic Acids Research, 1993, 21, 2383-2388. 6.5 258

251 DNA methylation, vernalization, and the initiation of flowering.. Proceedings of the National Academy
of Sciences of the United States of America, 1993, 90, 287-291. 3.3 301

252 Genetic Control of Male Fertility in Higher Plants. Functional Plant Biology, 1992, 19, 419. 1.1 18



16

Elizabeth S Dennis

# Article IF Citations

253 Forefronts of Flowering. Plant Cell, 1992, 4, 867-870. 3.1 3

254 pEmu: an improved promoter for gene expression in cereal cells. Theoretical and Applied Genetics, 1991,
81, 581-588. 1.8 188

255 Reactivation of a silent Ac following tissue culture is associated with heritable alterations in its
methylation pattern. Molecular Genetics and Genomics, 1991, 229, 365-372. 2.4 78

256 Hemoglobin genes in non-legumes: cloning and characterization of a Casuarina glauca hemoglobin
gene. Plant Molecular Biology, 1991, 16, 339-344. 2.0 38

257 The anaerobic responsive element contains two GC-rich sequences essential for binding a nuclear
protien and hypoxic activation of the maizeAdh1promoter. Nucleic Acids Research, 1991, 19, 7053-7060. 6.5 84

258 Agrobacterium tumefaciens-gene transfer into wheat tissues. Plant Cell, Tissue and Organ Culture,
1991, 25, 209-218. 1.2 46

259 A DNA-Binding Protein Factor Recognizes Two Binding Domains within the Octopine Synthase
Enhancer Element. Plant Cell, 1990, 2, 215. 3.1 0

260 A primaeval origin for plant and animal haemoglobins?. Australian Systematic Botany, 1990, 3, 81. 0.3 17

261 Functional properties of the anaerobic responsive element of the maize Adh1 gene. Plant Molecular
Biology, 1990, 15, 593-604. 2.0 91

262 Nonlegume Hemoglobin Genes Retain Organ-Specific Expression in Heterologous Transgenic Plants.
Plant Cell, 1990, 2, 633. 3.1 15

263 Chitinase, beta-1,3-glucanase, osmotin, and extensin are expressed in tobacco explants during flower
formation.. Plant Cell, 1990, 2, 673-684. 3.1 338

264 OCSBF-1, a maize ocs enhancer binding factor: isolation and expression during development.. Plant
Cell, 1990, 2, 891-903. 3.1 136

265 Tobacco Genes Expressed during in vitro Floral Initiation and Their Expression during Normal Plant
Development. Plant Cell, 1989, 1, 25. 3.1 18

266 Molecular analysis of the ADH1-C m allele of maize. Plant Molecular Biology, 1989, 13, 203-212. 2.0 38

267 Expression of a bacterial gene in transgenic tobacco plants confers resistance to the herbicide
2,4-dichlorophenoxyacetic acid. Plant Molecular Biology, 1989, 13, 533-540. 2.0 61

268 The maize transposable element Ac excises in progeny of transformed tobacco. Plant Molecular
Biology, 1989, 13, 109-118. 2.0 22

269 Factors influencing stable transformation of maize protoplasts by electroporation. Plant Cell, Tissue
and Organ Culture, 1989, 18, 281-296. 1.2 26

270 Isolation and molecular analysis of the maize P locus. Molecular Genetics and Genomics, 1989, 219,
225-234. 2.4 109



17

Elizabeth S Dennis

# Article IF Citations

271
Saturation mutagenesis of the octopine synthase enhancer: correlation of mutant phenotypes with
binding of a nuclear protein factor.. Proceedings of the National Academy of Sciences of the United
States of America, 1989, 86, 3733-3737.

3.3 66

272 Transposable Elements Can Be Used to Study Cell Lineages in Transgenic Plants. Plant Cell, 1989, 1, 757. 3.1 15

273 Molecular analysis of the alcohol dehydrogenase gene family of barley. Plant Molecular Biology,
1988, 11, 147-160. 2.0 66

274 Transcription of the maize transposable element Ac in maize seedlings and in transgenic tobacco.
Molecular Genetics and Genomics, 1988, 212, 505-509. 2.4 25

275 Organ regulated expression of the Parasponia andersonii haemoglobin gene in transgenic tobacco
plants. Molecular Genetics and Genomics, 1988, 214, 68-73. 2.4 55

276 A role for haemoglobin in all plant roots?. Plant, Cell and Environment, 1988, 11, 359-367. 2.8 105

277 Anaerobically regulated aldolase gene of maize. Journal of Molecular Biology, 1988, 202, 759-767. 2.0 67

278 Functioning haemoglobin genes in non-nodulating plants. Nature, 1988, 331, 178-180. 13.7 200

279 TheDsltransposable element acts as an intron in the mutant alleleAdh1-Fm335and is spliced from the
message. Nucleic Acids Research, 1988, 16, 3815-3828. 6.5 35

280 Aspects of the ac/ds transposable element system in maize. Journal of Cell Science, 1987, 1987, 123-138. 1.2 0

281 DNA sequences required for anaerobic expression of the maize alcohol dehydrogenase 1 gene.
Proceedings of the National Academy of Sciences of the United States of America, 1987, 84, 6624-6628. 3.3 221

282 Structure and expression of an alcohol dehydrogenase 1 gene from Pisum sativum (cv. â€œGreenfeastâ€•).
Journal of Molecular Biology, 1987, 195, 115-123. 2.0 93

283 The Ds1 controlling element family in maize andTripsacum. Journal of Molecular Evolution, 1987, 26,
329-334. 0.8 24

284 A tissue culture induced Adh1 null mutant of maize results from a single base change. Molecular
Genetics and Genomics, 1987, 210, 181-183. 2.4 56

285 Regulated expression of an alcohol dehydrogenase 1 chimeric gene introduced into maize protoplasts.
Planta, 1987, 170, 535-540. 1.6 83

286 Molecular analysis of a somaclonal mutant of maize alcohol dehydrogenase. Molecular Genetics and
Genomics, 1986, 202, 235-239. 2.4 98

287 Transposase activity of the Ac controlling element in maize is regulated by its degree of methylation.
Molecular Genetics and Genomics, 1986, 205, 476-482. 2.4 175

288 Common evolutionary origin of legume and non-legume plant haemoglobins. Nature, 1986, 324, 166-168. 13.7 124



18

Elizabeth S Dennis

# Article IF Citations

289 Maize Alcohol Dehydrogenase: A Molecular Perspective. Plant Gene Research, 1986, , 73-100. 0.4 4

290 Molecular analysis of the alcohol dehydrogenase 2 (Adh2) gene of maize. Nucleic Acids Research, 1985,
13, 727-743. 6.5 262

291 Transcription from a plant gene promoter in animal cells. Nucleic Acids Research, 1985, 13, 7945-7957. 6.5 6

292 Knob heterochromatin homology in maize and its relatives. Journal of Molecular Evolution, 1984, 20,
341-350. 0.8 102

293 Molecular analysis of the alcohol dehydrogenase (Adhl) gene of maize. Nucleic Acids Research, 1984,
12, 3983-4000. 6.5 353

294 Insertion and Excision of Ds Controlling Elements in Maize. Cold Spring Harbor Symposia on
Quantitative Biology, 1984, 49, 347-354. 2.0 69

295 cDNA cloning and induction of the alcohol dehydrogenase gene (Adh1) of maize. Proceedings of the
National Academy of Sciences of the United States of America, 1982, 79, 2981-2985. 3.3 145

296 Cytogenetics of the parthenogenetic grasshopper Warramaba virgo and its bisexual relatives.
Chromosoma, 1982, 85, 181-199. 1.0 40

297 Highly repeated DNA sequence limited to knob heterochromatin in maize. Proceedings of the National
Academy of Sciences of the United States of America, 1981, 78, 4490-4494. 3.3 302

298 Cytogenetics of the parthenogenetic grasshopper Warramaba virgo and its bisexual relatives.
Chromosoma, 1981, 82, 453-469. 1.0 16

299 Two repeated DNA sequences from the heterochromatic regions of rye (Secale cereale) chromosomes.
Chromosoma, 1981, 84, 265-277. 1.0 120

300 Repeated DNA Sequences and Kangaroo Phylogeny. Australian Journal of Biological Sciences, 1981, 34,
325. 0.5 11

301 Molecular and chromosomal organization of DNA sequences coding for the ribosomal RNAs in
cereals. Chromosoma, 1980, 78, 293-311. 1.0 315

302 Segmental amplification in a satellite DNA: Restriction enzyme analysis of the major satellite
ofMacropus rufogriseus. Chromosoma, 1980, 79, 179-198. 1.0 17

303 Identical polypyrimidine-polypurine satellite DNAs in wheat and barley. Heredity, 1980, 44, 349-366. 1.2 120

304 Electron Microscopic Evidence for a Multimeric System of Plasmids in Fast-Growing Rhizobium Spp..
Australian Journal of Biological Sciences, 1979, 32, 651. 0.5 4

305 Highly repeated DNA in Drosophila melanogaster. Journal of Molecular Biology, 1977, 112, 31-47. 2.0 80

306 Autoradiography of the Bacillus subtilis chromosome. Journal of Molecular Biology, 1966, 15, 435-IN3. 2.0 59


