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Delayed Influenza Treatment in Children With False-Negative Rapid Antigen Test: A Retrospective

Single-Center Study in Korea 20165€“2019. Journal of Korean Medical Science, 2022, 37, e3.

Ipragliflozin, an SGLT2 Inhibitor, Ameliorates High-Fat Diet-Induced Metabolic Changes by Upregulating
Energy Expenditure through Activation of the AMPK/ SIRT1 Pathway. Diabetes and Metabolism Journal, 4.7 21
2021, 45,921-932.

Children with Heiner Syndrome: A Single-Center Experience. Children, 2021, 8, 1110.

Causal Associations Between Serum Bilirubin Levels and Decreased Stroke Risk. Arteriosclerosis, 0.4 54
Thrombosis, and Vascular Biology, 2020, 40, 437-445. :

Septicemia, necrotizing fasciitis, and peritonitis due to Vibrio vulnificus treated with early use of
polymyxin B hemoperfusion in a patient undergoing CAPD: a case report. BMC Nephrology, 2020, 21, 127.

Two-Sample Mendelian Randomization Study of Lipid levels and Ischemic Heart Disease. Korean

Circulation Journal, 2020, 50, 940. 1.9 14

Precision Medicine and Cardiovascular Health: Insights from Mendelian Randomization Analyses.
Korean Circulation Journal, 2020, 50, 91.

Bilirubin and risk of ischemic heart disease in Korea: a two-sample Mendelian randomization study.

Epidemiology and Health, 2019, 41, €2019034. 1.9 10

Relationship between Serum Vitamin D and SmokRing in Korean Male Aged 50 and Over: Analysis of Data
from Korea National Health and Nutrition Examination Survey, 2011-2012. Korean Journal of Family
Practice, 2018, 8, 550-556.

Good resEonders to catheter ablation for long-standing persistent atrial fibrillation: Clinical and 19 18

genetic characteristics. Journal of Cardiology, 2017, 69, 584-590.

Korean atrial fibrillation network genome-wide association study for early-onset atrial fibrillation
identifies novel susceptibility loci. European Heart Journal, 2017, 38, 2586-2594.

Genome-based exome sequencing analysis identifies GYG1, DIS3L and DDRGK1 are associated with

myocardial infarction in Koreans. Journal of Genetics, 2017, 96, 1041-1046. 0.7 5

The Effect of FLT1 Variant on Long-Term Cardiovascular Outcomes: Validation of a Locus |dentified in a
Previous Genome-Wide Association Study. PLoS ONE, 2016, 11, e0164705.

Heterogeneous Effects of Association Between Blood Pressure Loci and Coronary Artery Disease in

East Asian Individuals. Circulation Journal, 2015, 79, 830-838. L6 6

eNOS3 Genetic Polymorphism Is Related to Post-Ablation Early Recurrence of Atrial Fibrillation.
Yonsei Medical Journal, 2015, 56, 1244.

Prediction of Breast Cancer Survival Using Clinical and Genetic Markers by Tumor Subtypes. PLoS ONE, 05 14
2015, 10, e0122413. :

The Role of Genetic Risk Score in Predicting the Risk of Hypertension in the Korean population: Korean

Genome and Epidemiology Study. PLoS ONE, 2015, 10, e0131603.

Associations between Genetic Variants and Angiographic Characteristics in Patients with Coronary

Artery Disease. Journal of Atherosclerosis and Thrombosis, 2015, 22, 363-371. 2.0 7
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Lack of association between arterial stiffness and genetic variants by genome-wide association scan.

Blood Pressure, 2015, 24, 258-261.

Korean Atrial Fibrillation (AF) Network: Genetic Variants for AF Do Not Predict Ablation Success.

Journal of the American Heart Association, 2015, 4, e002046. 3.7 56

The Associations between Immunity-Related Genes and Breast Cancer Prognosis in Korean Women.
PLoS ONE, 2014, 9, e103593.

Exploratory Investigation of Genetic Associations with Basal Cell Carcinoma Risk: Genome-Wide

Association Study in Jeju Island, Korea. Asian Pacific Journal of Cancer Prevention, 2014, 15, 7443-7447. 1.2 1

Large-scale association analysis identifies new risk loci for coronary artery disease. Nature Genetics,
2013, 45, 25-33.

A genome-wide association study of a coronary artery disease risk variant. Journal of Human Genetics, 9.3 135
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A genome-wide association study identifies a breast cancer risk variant in ERBB4 at 2q34: results from
the Seoul Breast Cancer Study. Breast Cancer Research, 2012, 14, R56.

Large-scale genome-wide association studies in east Asians identify new genetic loci influencing

metabolic traits. Nature Genetics, 2011, 43, 990-995. 214 270

Dietary Oleate Has Beneficial Effects on Every Step of Non-Alcoholic Fatty Liver Disease Progression in
a Methionine- and Choline-Deficient Diet-Fed Animal Model. Diabetes and Metabolism Journal, 2011, 35,
489.

Genome-wide association study identifies breast cancer risk variant at 10q21.2: results from the Asia

Breast Cancer Consortium. Human Molecular Genetics, 2011, 20, 4991-4999. 2.9 92

Candidate gene approach evaluates association between innate immunity genes and breast cancer risk

in Korean women. Carcinogenesis, 2009, 30, 1528-1531.




