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ARTICLE IF CITATIONS

A metabolome atlas of the aging mouse brain. Nature Communications, 2021, 12, 6021.
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2155-2162.
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Identifying metabolites by integrating metabolome databases with mass spectrometry
cheminformatics. Nature Methods, 2018, 15, 53-56.
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SPLASH, a hashed identifier for mass spectra. Nature Biotechnology, 2016, 34, 1099-1101.
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