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Rare germline deleterious variants increase susceptibility for lung cancer. Human Molecular 9.9 5
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A Genome-First Approach to Estimate Prevalence of Germline Pathogenic Variants and Risk of
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Endemic Burkitt Lymphoma in second-degree relatives in Northern Uganda: in-depth genome-wide
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Pathogenic Germline Variants in Cancer Susceptibility Genes in Children and Young Adults With
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Frequency of Pathogenic Germline Variants in Cancer-Susceptibility Genes in the Childhood Cancer
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A Genome-First Approach to Characterize <i>DICER1<[i> Pathogenic Variant Prevalence, Penetrance,
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Posttranslational regulation of FOXA1 by Polycomb and BUB3/USP7 deubiquitin complex in prostate
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Unusual phenotypes in patients with a pathogenic germline variant in DICER1. Familial Cancer, 2021, , 1.

Genomic and evolutionary classification of lung cancer in never smokers. Nature Genetics, 2021, 53,
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Whole Exome Sequencing in Severe Aplastic Anemia Identifies Unrecognized Inherited Subset with
Inferior Survival after Hematopoietic Cell Transplant. Blood, 2021, 138, 605-605.

Identification of Genetic Risk Factors for Familial Urinary Bladder Cancer: An Exome Sequencing
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Lack of pathogenic germline DICER1 variants in males with testicular germ-cell tumors. Cancer
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Population Frequency of Fanconi Pathway Gene Variants and Their Association with Survival After
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In search of genetic factors predisposing to familial hairy cell leukemia (HCL): exome-sequencing of
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Altered chromatin recruitment bK FOXA1 mutations promotes androgen independence and prostate 12.0 20
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The prevalence of germline <i>DICER1<[i> pathogenic variation in cancer populations. Molecular
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Response to: Concern regarding classification of germline TP53 variants as likely pathogenic. Human
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Activation of MAPK Signaling by CXCR7 Leads to Enzalutamide Resistance in Prostate Cancer. Cancer
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Variable population prevalence estimates of germline <i>TP53</i> variants: A gnomAD-based analysis. 05 66
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Prevalence of pathogenic/likely pathogenic variants in the 24 cancer genes of the ACMG Secondary
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99.

Polycomb- and Methylation-Independent Roles of EZH2 as a Transcription Activator. Cell Reports, 2018, 6.4 201
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The prevalence of <i>DICER1<[i> pathogenic variation in population databases. International Journal of
Cancer, 2017, 141, 2030-2036.
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LncRNA HOTAIR enhances ER signaling and confers tamoxifen resistance in breast cancer. Oncogene,
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LncRNA HOTAIR Enhances the Androgen-Receptor-Mediated Transcriptional Program and Drives
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Influence of oncogenic transcription factors on chromatin conformation and implications in
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TMPRSS23€“ERG gene fusions induce prostate tumorigenesis by modulating microRNA miR-200c. 5.9 43
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Cooperativity and equilibrium with FOXA1 define the androgen receptor transcriptional program.
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ERG Is a Critical Regulator of Wnt/LEF1 Signaling in Prostate Cancer. Cancer Research, 2013, 73,
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