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MITF and PU.1 Recruit p38 MAPK and NFATc1 to Target Genes during Osteoclast Differentiation. Journal

of Biological Chemistry, 2007, 282, 15921-15929.

The Protein Arginine Methyltransferase Prmt5 Is Required for Myo%enesis because It Facilitates 9.3 163
ATP-Dependent Chromatin Remodeling. Molecular and Cellular Biology, 2007, 27, 384-394. :

The mouse C/EBPI” gene promoter is regulated by STAT3 and Sp1 transcriptional activators, chromatin
remodeling and c-Myc repression. Journal of Cellular Biochemistry, 2007, 102, 1256-1270.

Interplay between chromatin remodelers and protein arginine methyltransferases. Journal of Cellular a1 139
Physiology, 2007, 213, 306-315. :

Low levels of miR-92b/96 induce PRMT5 translation and H3R8/H4R3 methylation in mantle cell
lymphoma. EMBO Journal, 2007, 26, 3558-3569.

Reply to d€ceTesting for association between MeCP2 and the brahma-associated SWI/SNF

chromatin-remodeling complexa€s Nature Genetics, 2006, 38, 964-967. 214 16

Brahma links the SWI/SNF chromatin-remodeling complex with MeCP2-dependent transcriptional
silencing. Nature Genetics, 2005, 37, 254-264.

The BRG1- and hBRM-Associated Factor BAF57 Induces Apoptosis by Stimulating Expression of the

Cylindromatosis Tumor Suppressor Gene. Molecular and Cellular Biology, 2005, 25, 7953-7965. 2.3 67

Human SWI/SNF-Associated PRMT5 Methylates Histone H3 Arginine 8 and Negatively Regulates
Expression of ST7 and NM23 Tumor Suppressor Genes. Molecular and Cellular Biology, 2004, 24,
9630-9645.

ATP-dependent nucleosome remodeling complexes: Enzymes tailored to deal with chromatin. Journal 06 86
of Cellular Biochemistry, 2004, 91, 1087-1098. ’

mSin3A/Histone Deacetylase 2- and PRMT5-Containin BrFI Complex Is Involved in Transcriptional
Repression of the Myc Target Gene cad. Molecular and Cellular Biology, 2003, 23, 7475-7487.

Nucleosome Remodeling by the Human SWI/SNF Complex Requires Transient Global Disruption of 9.3 44
Histone-DNA Interactions. Molecular and Cellular Biology, 2002, 22, 3653-3662. :

The Chicken RelB Transcription Factor Has Transactivation Sequences and a Tissue-Specific Expression
Pattern That Are Distinct from Mammalian RelB. Molecular Cell Biology Research Communications:
MCBRC: Part B of Biochemical and Biophysical Research Communications, 2001, 4, 266-275.

The p400 Complex Is an Essential E1A Transformation Target. Cell, 2001, 106, 297-307. 28.9 282

Transcriptional Activation Domains of Human Heat Shock Factor 1 Recruit Human SWI/SNF. Molecular
and Cellular Biology, 2001, 21, 5826-5837.

Purification and characterization of mSin3A-containing Brgl and hBrm chromatin remodeling

complexes. Genes and Development, 2001, 15, 603-618. 59 251

BRG-1 Is Recruited to Estrogen-Responsive Promoters and Cooperates with Factors Involved in Histone

Acetylation. Molecular and Cellular Biology, 2000, 20, 7541-7549.

Mammalian SWI-SNF Complexes Contribute to Activation of the hsp70 Gene. Molecular and Cellular 9.3 149
Biology, 2000, 20, 2839-2851. ’



56

58

60

62

64

ARTICLE IF CITATIONS

Ikaros DNA-Binding Proteins Direct Formation of Chromatin Remodeling Complexes in Lymphocytes.

Immunity, 1999, 10, 345-355.

Reconstitution of a Core Chromatin Remodeling Complex from SWI/SNF Subunits. Molecular Cell, o7 557
1999, 3, 247-253. )

hSWI/SNF Disrupts Interactions between the H2A N-Terminal Tail and Nucleosomal DNA&€. Biochemistry,
1999, 38, 8423-8429.

Stable Remodeling of Tailless Nucleosomes by the Human SWI-SNF Complex. Molecular and Cellular 9.3 61
Biology, 1999, 19, 2088-2097. ’

Human SWI/SNF Interconverts a Nucleosome between Its Base State and a Stable Remodeled State. Cell,
1998, 94, 17-27.

Mitotic inactivation of a human SWI/SNF chromatin remodeling complex. Genes and Development, 1998, 5.9 239
12,2842-2851. :

A Model for Chromatin Remodeling by the SWI/SNF Family. Cold Spring Harbor Symposia on
Quantitative Biology, 1998, 63, 535-544.

Characterization of a chicken cDNA encoding the retinoblastoma gene product. Biochimica Et

Biophysica Acta Gene Regulatory Mechanisms, 1994, 1218, 82-86. 2.4 15

Interaction of the v-Rel oncoprotein with cellular transcription factor Sp1l. Journal of Virology, 1994,

68,7131-7138.

NF-kappa B(flOO is one of the high-molecular-weight proteins complexed with the v-Rel oncoprotein in 3.4 34
transformed chicken spleen cells. Journal of Virology, 1993, 67, 7612-7617. :



