53

papers

53

all docs

394421

2,095 19
citations h-index
53 53
docs citations times ranked

243625
44

g-index

1980

citing authors



10

12

14

16

18

m

ARTICLE IF CITATIONS

Population Structure and Phylogeny of Some U.S. Peach Cultivars. Journal of the American Society

for Horticultural Science, 2022, 147, 1-6.

Assessment of Prunus Rootstock Accessions Using Chloroplast and Nuclear Microsatellites. Journal

of the American Society for Horticultural Science, 2022, 147, 95-103. Lo 0

Mating Type Idiomorphs, Heterothallism, and High Genetic Diversity in <i>Venturia carpophila</i>,
Cause of Peach Scab. Phytopathology, 2021, 111, 408-424.

Genetic relationship and parentages of historical peaches revealed by microsatellite markers. Tree 16 3
Genetics and Genomes, 2021, 17, 1. :

a€Rich Joya€™ Peach. Hortscience: A Publication of the American Society for Hortcultural Science, 2020, 55,
591-592.

a€ Liberty Joya€™ Peach. Hortscience: A Publication of the American Society for Hortcultural Science, 2020, 10 5
55,951-952. .

3€UF-1013-13€™: An Infertile Cultivar of Lantana camara. Hortscience: A Publication of the American Society
for Hortcultural Science, 2020, 55, 953-958.

a€ Crimson Joyd€™ Peach. Hortscience: A Publication of the American Society for Hortcultural Science, 1.0 1
2020, 55, 972-973. :

Novel Primers and Sampling for PCR Detection of<i>Xylella</i> <i>fastidiosa</i>in Peach.
Phytopathology, 2019, 109, 307-317.

Effect of a Late Spring Application of Hydrogen Cyanamide on High-Chill Peaches. Agronomy, 2019, 9, 3.0 8
726. :

New Somatic Hybrid Mandarin Tetraploids Generated by Optimized Protoplast Fusion and Confirmed by
Molecular Marker Analysis and Flow Cytometry. Journal of the American Society for Horticultural
Science, 2019, 144, 151-163.

Mining and characterization of microsatellites from a genome of Venturia carpophila. Mycological 14 6
Progress, 2018, 17, 885-895. )

Comparative analysis of juice volatiles in selected mandarins, mandarin relatives and other citrus
genotypes. Journal of the Science of Food and Agriculture, 2018, 98, 1124-1131.

Juice volatile composition differences between Valencia orange and its mutant Rohde Red Valencia are

associated with carotenoid profile differences. Food Chemistry, 2018, 245, 223-232. 8.2 29

Pecan Bacterial Leaf Scorch, Caused by Xylella fastidiosa, Is Endemic in Georgia Pecan Orchards. Plant
Health Progress, 2018, 19, 284-287.

Genetic Diversity and Population Structure Analysis of Citrus Germplasm with Single Nucleotide

Polymorphism Markers. Journal of the American Society for Horticultural Science, 2018, 143, 399-408. 1.0 4

Characterization of Polymorphic Chloroplast Microsatellites in Prunus Species and Maternal

Lineages in Peach Genotypes. Journal of the American Society for Horticultural Science, 2017, 142,
217-224.

Identification of QTLs controlling aroma volatiles using a &€ Fortuned€™ x &€ Murcotta€™ (Citrus reticulata) 0.8 35
population. BMC Genomics, 2017, 18, 646. :



20

22

24

26

28

30

32

34

36

CHUNXIAN CHEN

ARTICLE IF CITATIONS
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