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36 Apelin is necessary for the maintenance of insulin sensitivity. American Journal of Physiology -
Endocrinology and Metabolism, 2010, 298, E59-E67. 3.5 213



4

Thomas Quertermous

# Article IF Citations

37 Prepregnancy Diabetes and Offspring Risk of Congenital Heart Disease. Circulation, 2016, 133, 2243-2253. 1.6 197

38 Integrative Genomics Reveals Novel Molecular Pathways and Gene Networks for Coronary Artery
Disease. PLoS Genetics, 2014, 10, e1004502. 3.5 192

39 Targeting LOXL2 for cardiac interstitial fibrosis and heart failure treatment. Nature Communications,
2016, 7, 13710. 12.8 190

40 Endogenous regulation of cardiovascular function by apelin-APJ. American Journal of Physiology -
Heart and Circulatory Physiology, 2009, 297, H1904-H1913. 3.2 169

41 Susceptibility locus for clinical and subclinical coronary artery disease at chromosome 9p21 in the
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