35

papers

39

all docs

304743

2,433 22
citations h-index
39 39
docs citations times ranked

414414
32

g-index

3297

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

ADAP1 promotes latent HIV-1 reactivation by selectively tuning KRASA€“ERKGE“AP-1 T cell
signaling-transcriptional axis. Nature Communications, 2022, 13, 1109.

Toxins, mutations and adaptations. ELife, 2021, 10, . 6.0 0

Pathogenic ubiquitination of GSDMB inhibits NK cell bactericidal functions. Cell, 2021, 184,
3178-3191.e18.

Systematic reconstruction of an effector-gene network reveals determinants of Salmonella cellular 110 12
and tissue tropism. Cell Host and Microbe, 2021, 29, 1531-1544.e9. ’

Overexpression screen of interferon-stimulated genes identifies RARRES3 as a restrictor of
Toxoplasma gondii infection. ELife, 2021, 10, .

Accessible cholesterol is localized in bacterial plasma membrane protrusions. Journal of Lipid 49 5
Research, 2020, 61, 1538. :

Oxysterols provide innate immunity to bacterial infection by mobilizing cell surface accessible
cholesterol. Nature Microbiology, 2020, 5, 929-942.

Dynamin regulates the dynamics and mechanical strength of the actin cytoskeleton as a multifilament 103 70
actin-bundling protein. Nature Cell Biology, 2020, 22, 674-688. )

Screening Mycobacterium tuberculosis Secreted Proteins Identifies Mpt64 as a Eukaryotic
Membrane-Binding Bacterial Effector. MSphere, 2019, 4, .

A NIK&€“SIX signalling axis controls inflammation by targeted silencing of non-canonical NF-2B. Nature, 97.8 43
2019, 568, 249-253. :

Cooperative Immune Suppression by Escherichia coli and Shigella Effector Proteins. Infection and
Immunity, 2018, 86, .

A systematic exploration of the interactions between bacterial effector proteins and host cell

membranes. Nature Communications, 2017, 8, 532. 12.8 64

How Bacteria Subvert Animal Cell Structure and Function. Annual Review of Cell and Developmental
Biology, 2016, 32, 373-397.

Shigella flexneri suppresses NF-2B activation by inhibiting linear ubiquitin chain ligation. Nature 13.3 79
Microbiology, 2016, 1, 16084. :

Identification and Characterization of Novel Mycobacterium tuberculosis-Secreted Virulence
Proteins. Open Forum Infectious Diseases, 2016, 3, .

Cell-Based Screen Identifies Human Interferon-Stimulated Regulators of Listeria monocytogenes a7 2
Infection. PLoS Pathogens, 2016, 12, e1006102. :
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