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Two new grape cultivars, bud sports of Cabernet Sauvignon bearing pale-coloured berries, are the
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62, 623-635.

Two WD-repeat genes from cotton are functional homologues of the Arabidopsis thaliana
TRANSPARENT TESTA GLABRAL (TTG1) gene. Plant Molecular Biology, 2005, 57, 67-81.

Grape berry flavonoids: a review of their biochemical responses to high and extreme high

temperatures. Journal of Experimental Botany, 2019, 70, 397-423.

Condensed tannin biosynthesis genes are regulated separately from other flavonoid biosynthesis
genes in apple fruit skin. Plant Science, 2006, 170, 487-499.

A grapevine anthocyanin acyltransferase, transcriptionally regulated by VWMYBA, can produce most
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Identification of key amino acids for the evolution of promoter target specificity of anthocyanin and
proanthocyanidin regulating MYB factors. Plant Molecular Biology, 2013, 82, 457-471.
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