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N-Acetyl--leucine improves functional recovery and attenuates cortical cell death and
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Endoplasmic Reticulum Stress and Disrupted Neurogenesis in the Brain Are Associated with Cognitive
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Guidelines for the use and interpretation of assays for monitoring autophagy (3rd edition).
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Ablation of the transcription factors E2F1-2 limits neuroinflammation and associated neurological
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Modification of autophagy-lysosomal pathway as a neuroprotective treatment for spinal cord injury.
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G-protein-coupled receptors regulate autophagy by ZBTB16-mediated ubiquitination and proteasomal 6.0 80
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Impaired autophagy flux is associated with neuronal cell death after traumatic brain injury.
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Screening. Journal of Biological Chemistry, 2012, 287, 8714-8723.

Cell death assays for drug discovery. Nature Reviews Drug Discovery, 2011, 10, 221-237. 46.4 482

A computational framework for studying neuron morphology from in vitro high content
neuron-based screening. Journal of Neuroscience Methods, 2010, 190, 299-309.

Genome-wide analysis reveals mechanisms modulating autophagy in normal brain aging and in
Alzheimer's disease. Proceedings of the National Academy of Sciences of the United States of America, 7.1 556
2010, 107, 14164-14169.
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