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development. Reproduction, Fertility and Development, 2012, 24, 382.
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Sex-related Differences in Systemic Sclerosis: A Multicenter Cross-sectional Study From the National
Registry of the Italian Society for Rheumatology. Journal of Rheumatology, 2022, 49, 176-185.

Developmental arrest induced in cleavage stage porcine embryos following microinjection of mRNA
encodingBrahma (Smarca 2), a chromatin remodeling protein. Molecular Reproduction and 2.0 11
Development, 2007, 74, 1262-1267.

Global H3K9 dimethylation status is not affected by transcription, translation, or DNA replication in

porcine zygotes. Molecular Reproduction and Development, 2010, 77, 420-429.

Time-Resolved Profiling Reveals ATF3 as a Novel Mediator of Endocrine Resistance in Breast Cancer. 3.7 10
Cancers, 2020, 12, 2918. :



LucA MAGNANI

# ARTICLE IF CITATIONS

Developmental capacity of porcine nuclear transfer embryos correlate with levels of

chromatind€remodeling transcripts in donor cells. Molecular Reproduction and Development, 2008, 75,
766-776.

56 ChlIPing away at breast cancer. Lancet Oncology, The, 2012, 13, 1185-1187. 10.7 5

Gitelman syndrome associated with chondrocalcinosis and severe neuropathy: a novel heterozygous
mutation in SLC12A3 gene. Reumatismo, 2020, 72, 67-70.

58 Level 2 near-real-time analysis of MIPAS measurements on ENVISAT. , 2003, , . 4

Management of Systemic Sclerosis Patients in the COVID-19 Era: The Experience of an Expert Specialist
Reference Center. Clinical Medicine Insights: Circulatory, Respiratory and Pulmonary Medicine, 2021,
15,117954842110013.

Anticancer innovative therapy congress: Highlights from the 10th anniversary edition. Cytokine and

60 Growth Factor Reviews, 2021, 59, 1-8. 72 4

Going off the grid: ERI+ breast cancer beyond estradiol. Journal of Molecular Endocrinology, 2016, 57,
F1-F5.

Chromatin Immunoprecipitation and High-Throughput Sequencing (ChIP-Seq): Tips and Tricks Regarding
62 the Laboratory Protocol and Initial Downstream Data Analysis. Methods in Molecular Biology, 2018, 0.9 2
1767,271-288.

Abstract PD8-04: Ultra-deep multigene profiling of matched primary and metastatic hormone receptor
positive breast cancer patients relapsed after adjuvant endocrine treatment reveals novel aberrations
in the estrogen receptor pathway. , 2020, , .

64 Geo-fit approach to the analysis of limb-scanning satellite measurements. , 2002, 4539, 369. 0

Stem Cells in Translational Cancer Research. Stem Cells International, 2015, 2015, 1-2.

Histone Posttranslational Modifications in Breast Cancer and Their Use in Clinical Diagnosis and

66 prognosis. , 2016, , 467-477. 0

Fundamental Pathways in Breast Cancer 3: Estrogen Biology. , 2017, , 19-26.

GeDi: applying suffix arrays to increase the repertoire of detectable SNVs in tumour genomes. BMC

68 Bioinformatics, 2020, 21, 45. 2:6 0

Abstract LB-220: Forkhead box transciption factor M1 (FOXM1) plays a critical role in colorectal
cancer resistance by regulating thymidylate synthase (TS)., 2014, , .

Chromatin and Epigenetic Determinants of Resistance to Aromatase Inhibitors. Resistance To Targeted

70 Anti-cancer Therapeutics, 2015, , 145-168. 0.1 o

Abstract A54: Inhibition of FOXM1 by thiostrepton increases sensitivity to 5-fluorouracil (5-FU) by

downregulating thymidylate synthase (TS) in colorectal cancer. , 2015, , .

Abstract P3-05-15: Divergent activation of AKT1 and AKT2 isoforms downstream of PI3K mutation

2 impacts response of breast cancer cells to estradiol and PI3K inhibitors. , 2015, , .



LucA MAGNANI

# ARTICLE IF CITATIONS

PBX1 Co-Operates with FOXM1 to Regulate Myeloma Cell Proliferation and to Define an Ultra High-Risk

chrlq Gain Myeloma Patient Subgroup. Blood, 2019, 134, 3760-3760.

Abstract P5-06-04: A multi-omics approach to study the host-microbiota interaction in breast cancer

74 tissue. Cancer Research, 2022, 82, P5-06-04-P5-06-04.

0.9 0]



