26

papers

26

all docs

687363

1,700 13
citations h-index
26 26
docs citations times ranked

580821
25

g-index

2316

citing authors



10

12

14

16

18
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Analysis of Y chromosome STR haplotypes in the European part of Russia reveals high diversities but
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Evaluation of wholed€genome amplification of lowa€eopyd€number DNA in chimerism analysis after
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Sarcoidosis is associated with a truncating splice site mutation in BTNL2. Nature Genetics, 2005, 37,
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Nonmyeloablative stem cell transplantation in patients with ALL and AML results in low nonrelapse
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Investigation of HLA-DPA1 genotypes as predictors of inflammatory bowel disease in the German, South
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