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Casl and Fenl Display Equivalent Functions During Archaeal DNA Repair. Frontiers in Microbiology,
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The lanthipeptide biosynthetic clusters of the domain Archaea. Microbiological Research, 2021, 253,
126884. 53 ?

Haloferax volcanii for biotechnology applications: challenges, current state and perspectives. Applied
Microbiology and Biotechnology, 2020, 104, 1371-1382.

Adaptation induced by self-targeting in a type I-B CRISPR-Cas system. Journal of Biological Chemistry, 3.4 6
2020, 295, 13502-13515. :
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Characterisation of a solvent-tolerant haloarchaeal (R)-selective transaminase isolated from a
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Cyclic nucleotides in archaea: Cyclic did€AMP in the archaeon <i>Haloferax volcanii </i>and its putative 2.0 39
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Haloferax volcanii as immobilised whole cell biocatalyst: new applications for halophilic systems.
Applied Microbiology and Biotechnology, 2019, 103, 3807-3817.

Evolution of Genome Architecture in Archaea: Spontaneous Generation of a New Chromosome in 8.9 19
Haloferax volcanii. Molecular Biology and Evolution, 2018, 35, 1855-1868. :

Structural and functional adaptation of Haloferax volcanii TFEl+/2. Nucleic Acids Research, 2018, 46,
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DNA repair in the archaead€”an emerging picture. FEMS Microbiology Reviews, 2018, 42, 514-526. 8.6 49

Cdc48a AAAG€ATPase and its association with ubiquitind€like SAMP1 and DNA repair in Archaea. FASEB
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High tolerance to self-targeting of the genome by the endogenous CRISPR-Cas system in an archaeon. 145 44
Nucleic Acids Research, 2017, 45, 5208-5216. :

RadB acts in homologous recombination in the archaeon Haloferax volcanii, consistent with a role
as recombination mediator. DNA Repair, 2017, 55, 7-16.

Finally, Archaea Get Their CRISPR-Cas Toolbox. Trends in Microbiology, 2017, 25, 430-432. 7.7 13

Diversity of DNA Replication in the Archaea. Genes, 2017, 8, 56.

Production of halophilic proteins using Haloferax volcanii H1895 in a stirred-tank bioreactor. Applied

Microbiology and Biotecﬁnology, 2016, 100, 1183-1195. 3.6 21
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Deletion of the Sm1 encoding motif in the Ism gene results in distinct changes in the transcriptome

and enhanced swarming activity of Haloferax cells. Biochimie, 2015, 117, 129-137.

A Complex of Cas Proteins 5, 6, and 7 Is Required for the Biogenesis and Stability of Clustered
Regularly Interspaced Short Palindromic Repeats (CRISPR)-derived RNAs (crRNAs) in Haloferax volcanii. 3.4 65
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A comparison of two novel alcohol dehydrogenase enzymes (ADH1 and ADH2) from the extreme
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Phylogenetic- and genome-derived insight into the evolution of N-glycosylation in Archaea. Molecular
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Accelerated growth in the absence of DNA replication origins. Nature, 2013, 503, 544-547.
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Rec]-like protein from Pyrococcus furiosus has 34€25€“54€2 exonuclease activity on RNA: implications for
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Genetic and Biochemical Identification of a Novel Single-Stranded DNA-Binding Complex in Haloferax
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Assigning a function to a conserved archaeal metallo-{2-lactamase from Haloferax volcanii.
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A Genetic Investigation of the KEOPS Complex in Halophilic Archaea. PLoS ONE, 2012, 7, e43013. 2.5 26

Swapping genes to survive - a new role for archaeal type IV pili. Molecular Microbiology, 2011, 82,
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Model organisms for genetics in the domain Archaea: methanogens,
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The archaeal Xpf/[Mus81/FANCM homolog Hef and the Holliday junction resolvase Hjc define
alternative pathways that are essential for cell viability in Haloferax volcanii. DNA Repair, 2010, 9,
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The Complete Genome Sequence of Haloferax volcanii DS2, a Model Archaeon. PLoS ONE, 2010, 5, e9605. 2.5 234

The Archaeal Lsm Protein Binds to Small RNAs. Journal of Biological Chemistry, 2010, 285, 34429-34438.

Overexpression and purification of halophilic proteins in<i>Haloferax volcanii</i>. Bioengineered
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Improved Strains and Plasmid Vectors for Conditional Overexpression of His-Tagged Proteins in
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Mrel1-Rad50 Promotes Rapid Repair of DNA Damage in the Polyploid Archaeon Haloferax volcanii by
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