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Contrasting patterns of population divergence on young and old landscapes in<i>Banksia
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Genetics, 2020, 21, 803-818. 1.5 8

33 The origins and evolutionary history of xerophytic vegetation in Australia. Australian Journal of
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34 Genetic viability of a reintroduced population of south-western common brushtail possum
(Trichosurus vulpecula hypoleucus), Western Australia. Pacific Conservation Biology, 2020, 26, 282. 1.0 3
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Development and optimisation of molecular assays for microsatellite genotyping and molecular
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Biological Journal of the Linnean Society, 2020, 130, 61-78. 1.6 11
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change. Ecology and Evolution, 2020, 10, 232-248. 1.9 71

41 Pollen dispersal, pollen immigration, mating and genetic diversity in restoration of the southern
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43 The Oz Mammals Genomics (OMG) initiative: developing genomic resources for mammal conservation
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restoration in the semiarid midwest region of Western Australia. Australian Journal of Botany, 2019,
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48 Isolation, characterization, and crossâ€•amplification of 20 microsatellite markers for <i>Conospermum
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49 Assessment of genetic diversity and mating system of Acacia cyclops restoration and remnant
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50 Gene Flow and Genetic Variation Explain Signatures of Selection across a Climate Gradient in Two
Riparian Species. Genes, 2019, 10, 579. 2.4 12
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Degree of fragmentation and population size do not adversely affect reproductive success of a rare
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52
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54 Adaptive variation for growth and resistance to a novel pathogen along climatic gradients in a
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Conservation genomics of range disjunction in a global biodiversity hotspot: a case study of Banksia
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64 Recovery of threatened plant species and their habitats in the biodiversity hotspot of the Southwest
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67
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Persistence with episodic range expansion from the early Pleistocene: the distribution of genetic
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71 Genetic and morphological evidence supports the hybrid status of Adenanthos cunninghamii (now) Tj ET
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72 Identifying knowledge gaps for gene drive research to control invasive animal species: The next CRISPR
step. Global Ecology and Conservation, 2018, 13, e00363. 2.1 52
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Highly Fragmented Landscape. Frontiers in Ecology and Evolution, 2018, 6, . 2.2 10
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122 Significant genetic diversity loss following pathogen driven population extinction in the rare
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