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A novel self-capping mechanism controls aggregation of periplasmic chaperone Caf1M. Molecular
Microbiology, 2007, 64, 153-164.
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Chaperone-assisted pilus assembly and bacterial attachment. Current Opinion in Structural Biology,
2000, 10, 548-556.

PapD-like chaperones and pilus biogenesis. Seminars in Cell and Developmental Biology, 2000, 11, 27-34. 5.0 55

Structural basis of chaperone self-capping in P pilus biogenesis. Proceedings of the National Academy
of Sciences of the United States of America, 1999, 96, 8178-8183.

Probing conserved surfaces on PapD. Molecular Microbiology, 1999, 31, 773-783. 2.5 34
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