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DNA structure directs positioning of the mitochondrial genome packaging protein Abf2p. Nucleic
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L30 Binds the Nascent RPL30 Transcript to Repress U2 snRNP Recruitment. Molecular Cell, 2008, 30,
732-742. 97 50

The quest for a message: budding yeast, a model organism to study the control of pre-mRNA splicing.
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Powering a two-stroke RNA engine. Nature Structural and Molecular Biology, 2007, 14, 574-576. 8.2 1
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Characterization of the Pre-mRNA Binding Site for Yeast Ribosomal Protein L32: The Importance of a
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Regulation of the rab17 gene promoter in transgenic Arabidopsis wild-type, ABA-deficient and
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The cis-regulatory element CCACGTGG is involved in ABA and water-stress responses of the maize gene
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Molecular Biological Responses to Drought in Maize. , 1993, , 583-591. 4



20

22

JOSEP VILARDELL

ARTICLE IF CITATIONS

Genetic Approaches to the Study of Eukaryotic Ribosomes. , 1993, , 109-117.
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Genes Induced by Abscisic Acid and Water Stress in Maize. , 1991, , 651-661.
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Differential regulation of ABA-induced 23725 kDa proteins in embryo and vegetative tissues of the
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