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Thirdhand smoke exposure causes replication stress and impaired transcription in human lung cells.
Environmental and Molecular Mutagenesis, 2020, 61, 635-646.
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Multi-omics approach to infer cancer therapeutic targets on chromosome 20q across tumor types.

42 Advances in Modern Oncology Research, 2016, 2, 215.

0.1 6

From Mouse to Human: Cellular Morphometric Subtype Learned From Mouse Mammary Tumors
Provides Prognostic Value in Human Breast Cancer. Frontiers in Oncology, 2021, 11, 819565.

Genetic Background Modulates IncRNA-Coordinated Tissue Response to Low Dose lonizing Radiation.

44 International Journal of Genomics, 2015, 2015, 1-7.

1.6 4

Thirdhand cigarette smoke leads to aged€dependent and persistent alterations in the cecal microbiome
of mice. MicrobiologyOpen, 2021, 10, e1198.

No difference in 4a€nitroquinoline induced tumorigenesis between germé€free and colonized mice.

46 Molecular Carcinogenesis, 2019, 58, 627-632. 27

Expression profiling reveals transcriptional regulation by Foxw7/mTOR pathway in radiation-induced
mouse thymic lymphomas. Oncotarget, 2015, 6, 44794-44805.

Dose Fractionation During Puberty Is More Detrimental to Mammary Gland Development Than an
48 Equivalent Acute Dose of Radiation Exposure. International Journal of Radiation Oncology Biology 0.8 1
Physics, 2021, 109, 1521-1532.

Identification of a novel 154€gene expression signature predicting overall survival of human colorectal
cancer. Clinical and Translational Medicine, 2020, 10, e258.

50 Low-dose radiation cancer susceptibility models. Aging, 2015, 7, 352-353. 3.1 0

Genetic background influences loss of heterozygosity patterns in radiation-induced mouse thymic

lymphoma. Journal of Nature and Science, 2015, 1, e96.

Co-Expression Network Analysis of Fbxw7-Associated LncRNAs Reveals Their Functions in

52 Radiation-Induced Thymic Lymphoma. , 2016, 1, 1-5.



