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Keapl governs ageing-induced protein aggregation in endothelial cells. Redox Biology, 2020, 34, 101572.

Similar but Not Identicala€”Binding Properties of LSU (Response to Low Sulfur) Proteins From

Arabidopsis thaliana. Frontiers in Plant Science, 2020, 11, 1246. 3.6 15

Controlling the mitochondrial antisense &€ role of the SUV3-PNPase complex and its co-factor GRSF1
in mitochondrial RNA surveillance. Molecular and Cellular Oncology, 2018, 5, e1516452.
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