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erythematosus. Arthritis and Rheumatism, 2012, 64, 485-492. 6.7 53
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Fine-mapping and transethnic genotyping establish IL2/IL21 genetic association with lupus and localize

this genetic effect to IL21. Arthritis and Rheumatism, 2011, 63, 1689-1697.

Identification of novel genetic susceptibility loci in African American lupus patients in a candidate
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in Peripheral Blood Mononuclear Cells. Journal of Rheumatology, 2010, 37, 574-578.

Impact of interleukin-18 polymorphisms-607 and -137 on clinical characteristics of renal cell carcinoma
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STAT4 associates with systemic lupus erythematosus through two independent effects that correlate
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Identification of a new putative functional IL18 gene variant through an association study in systemic
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Replication of the TNFSF4 (OX40L) promoter region association with systemic lupus erythematosus.
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No evidence for genetic association of interferon regulatory factor 3 in systemic lupus
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Functional variants in the B-cell gene BANK1 are associated with systemic lupus erythematosus. Nature 914 436
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MYO9B gene polymorphisms are associated with autoimmune diseases in Spanish population. Human
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Association study of genetic variants of pro-inflammatory chemokine and cytokine genes in systemic
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