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Development of a biotinylated nanobody for sensitive detection of aflatoxin B1 in cereal via ELISA.
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Expression, purification and characterization of the RhoA-binding domain of human SHIP2 in E.coli. 13 5
Protein Expression and Purification, 2021, 180, 105821. :

G-triplex: A new type of CRISPR-Cas12a reporter enabling highly sensitive nucleic acid detection.
Biosensors and Bioelectronics, 2021, 187, 113292.
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Structural lnvestigations on the SH3b Domains of Clostridium perfringens Autolysin through NMR
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Structural Insight into the Binding of TGIF1 to SIN3A PAH2 Domain through a C-Terminal Amphipathic
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Solution NMR structure of CGL2373, a polyketide cyclased€like protein from Corynebacterium
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Hyperpolarized Xe NMR signal advancement by metal-organic framework entrapment in aqueous
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Structural basis of DNA binding to human YB-1 cold shock domain regulated by phosphorylation.
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SP_0782 from Streptococcus pneumoniae. Biochemical and Biophysical Research Communications, 2.1 1
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Solution NMR structure and ligand identification of human Gas7 SH3 domain reveal a typical SH3 fold

but a non-canonical ligand-binding mode. Biochemical and Biophysical Research Communications, 2019,
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Microfluidic triple-gradient generator for efficient screening of chemical space. Talanta, 2019, 204,
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Structural insight into the length-dependent binding of ssDNA by SP_0782 from Streptococcus
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Backbone and side chain resonance assignments of the C-terminal domain of human TGIF1.
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Cooperativity. Journal of Physical Chemistry Letters, 2019, 10, 1272-1278. 46 10

Safety analysis of edible oil products via Raman spectroscopy. Talanta, 2019, 191, 324-332.
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Chemical shift assignments of a camelid nanobody against aflatoxin B1. Biomolecular NMR
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homeodomain. Biochemical and Biophysical Research Communications, 2018, 496, 575-581. 21 7

Chemical shift assignments of Mb1858 (24-155), a FHA domain-containing protein from Mycobacterium
bovis. Biomolecular NMR Assignments, 2018, 12, 1-4.

Characterization of the interaction interface and conformational dynamics of human TGIF1
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Chemical shift assignments of CHU_1110: an AHSA1-like protein from Cytophaga hutchinsonii.
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Chemical shift assignments of RHE_RS02845, a NTF2-like domain-containing protein from Rhizobium 0.8 1
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Solution structure of SHIP2 SH2 domain and its interaction with a phosphotyrosine peptide from
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Nanobody Technology for Mycotoxin Detection in the Field of Food Safety: Current Status and 3.4 35
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Solution NMR structure of RHE_CH02687 from<i>Rhizobium etli</i>: A novel flavonoid-binding
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Solution NMR structure of zinc finger 4 and 5 from human INSM1, an essential regulator of
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