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12 Signal Deconvolution and Generative Topographic Mapping Regression for Solid-State NMR of
Multi-Component Materials. International Journal of Molecular Sciences, 2021, 22, 1086. 4.1 8

13 Relaxometric learning: a pattern recognition method for T2 relaxation curves based on machine
learning supported by an analytical framework. BMC Chemistry, 2021, 15, 13. 3.8 4

14 Fish ecotyping based on machine learning and inferred network analysis of chemical and physical
properties. Scientific Reports, 2021, 11, 3766. 3.3 10

15 Decomposition Factor Analysis Based on Virtual Experiments throughout Bayesian Optimization for
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20 Oral Pathobiont-Induced Changes in Gut Microbiota Aggravate the Pathology of Nonalcoholic Fatty
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Signal Deconvolution and Noise Factor Analysis Based on a Combination of Timeâ€“Frequency Analysis
and Probabilistic Sparse Matrix Factorization. International Journal of Molecular Sciences, 2020, 21,
2978.

4.1 12

29 Impact of abiotic stress on the regulation of cell wall biosynthesis in &lt;i&gt;Populus
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31 Dietary intervention of mice using an improved Multiple Artificial-gravity Research System (MARS)
under artificial 1â€‰g. Npj Microgravity, 2019, 5, 16. 3.7 16
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33 InterSpin: Integrated Supportive Webtools for Low- and High-Field NMR Analyses Toward Molecular
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39 Profiling physicochemical and planktonic features from discretely/continuously sampled surface
water. Science of the Total Environment, 2018, 636, 12-19. 8.0 9
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Ecosystem. Scientific Reports, 2018, 8, 3478. 3.3 23

42 Environmental metabolomics with data science for investigating ecosystem homeostasis. Progress in
Nuclear Magnetic Resonance Spectroscopy, 2018, 104, 56-88. 7.5 43
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58 Bacterial Substrate Transformation Tracked by Stable-Isotope-Guided NMR Metabolomics: Application
in a Natural Aquatic Microbial Community. Metabolites, 2017, 7, 52. 2.9 11

59 NMR-Based Metabolic Profiling of Field-Grown Leaves from Sugar Beet Plants Harbouring Different
Levels of Resistance to Cercospora Leaf Spot Disease. Metabolites, 2017, 7, 4. 2.9 28

60 Rapid discrimination of strain-dependent fermentation characteristics among Lactobacillus strains by
NMR-based metabolomics of fermented vegetable juice. PLoS ONE, 2017, 12, e0182229. 2.5 41
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thaliana Col-0. Scientific Reports, 2016, 6, 26515. 3.3 24
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Toward the complete utilization of rice straw: Methane fermentation and lignin recovery by a
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Bioresource Technology, 2016, 216, 830-837.
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75 SpinCouple: Development of a Web Tool for Analyzing Metabolite Mixtures via Two-Dimensional
<i>J</i>-Resolved NMR Database. Analytical Chemistry, 2016, 88, 659-665. 6.5 61

76
The Effect of Molecular Conformation on the Accuracy of Theoretical <sup>1</sup>H and
<sup>13</sup>C Chemical Shifts Calculated by Ab Initio Methods for Metabolic Mixture Analysis.
Journal of Physical Chemistry B, 2016, 120, 3479-3487.

2.6 11

77 Application of Market Basket Analysis for the Visualization of Transaction Data Based on Human
Lifestyle and Spectroscopic Measurements. Analytical Chemistry, 2016, 88, 2714-2719. 6.5 28

78 Multidimensional High-Resolution Magic Angle Spinning and Solution-State NMR Characterization of
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Coarse Grained Views of Metabolic Pathways. PLoS ONE, 2008, 3, e3805. 2.5 78
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138 Top-down Phenomics of Arabidopsis thaliana. Journal of Biological Chemistry, 2007, 282, 18532-18541. 3.4 58
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