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A Horizontal Gene Transfer Led to the Acquisition of a Fructan Metabolic Pathway in a Gall Midge.
Advanced Biology, 2020, 4, 1900275.
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Potential Pathways and Genes Involved in Lac Synthesis and Secretion in Kerria chinensis (Hemiptera:) Tj ETQq1l 1 0,784314 1gBT [Ov

Transcriptomic Analyses of Secreted Proteins From the Salivary Glands of Wheat Midge Larvae.
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Increasing Temperature Reduces Wheat Resistance Mediated by Major Resistance Genes to Mayetiola
destructor (Diptera: Cecidomyiidae). Journal of Economic Entomology, 2018, 111, 1433-1438.

Indirect plant defense against insect herbivores: a review. Insect Science, 2018, 25, 2-23. 3.0 225

Conserved and Unique Putative Effectors Expressed in the Salivary Glands of Three Related Gall Midge

Species. Journal of Insect Science, 2018, 18, .

An insect nucleoside diphosphate kinase (NDK) functions as an effector protein in wheat - Hessian fly

interactions. Insect Biochemistry and Molecular Biology, 2018, 100, 30-38. 27 17
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Genes Expressed Differentially in Hessian Fly Larvae Feeding in Resistant and Susceptible Plants.

International Journal of Molecular Sciences, 2016, 17, 1324.

Massive Shift in Gene Expression during Transitions between Developmental Stages of the Gall Midge, 05
Mayetiola Destructor. PLoS ONE, 2016, 11, e0155616. :

Impact of Hessian fly,Mayetiola destructor, on Developmental Aspects of Hard Red Winter Wheat in
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A Massive Expansion of Effector Genes Underlies Gall-Formation in the Wheat Pest Mayetiola 3.9 171
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Pyrosequencing Reveals the Predominance of Pseudomonadaceae in Gut Microbiome of a Gall Midge.

Pathogens, 2014, 3, 459-472. 2.8 21

Molecular Markers for Species Identification of Hessian Fly Males Caught on Sticky Pheromone Traps.
Journal of Economic Entomology, 2014, 107, 1110-1117.

Virulence and BiotyEe Analyses of Hessian Fly (Diptera: Cecidomyiidae) Populations From Texas, L8 29
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midge. Nature Communications, 2013, 4, 2070.

Mobilization of lipids and fortification of cell wall and cuticle are important in host defense against

Hessian fly. BMC Genomics, 2013, 14, 423. 2.8 26
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2013, 14, 369.

Deep sequencing and genome-wide analysis reveals the expansion of MicroRNA genes in the gall midge

Mayetiola destructor. BMC Genomics, 2013, 14, 187. 2.8 17

Serine and cysteine protease-like genes in the genome of a gall midge and their interactions with host

plant genotypes. Insect Biochemistry and Molecular Biology, 2013, 43, 701-711.
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38

40

42

44

46

48

50

52

54

MING-SHUNCHEN CHEN

ARTICLE IF CITATIONS

Rapid Mobilization of Membrane Lipids in Wheat Leaf Sheaths During Incompatible Interactions with

Hessian Fly. Molecular Plant-Microbe Interactions, 2012, 25, 920-930.

Changes in Phytohormones and Fatty Acids in Wheat and Rice Seedlings in Response to Hessian Fly
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Unusual conservation among genes encoding small secreted salivary gland proteins from a gall 3.9 55
midge. BMC Evolutionary Biology, 2010, 10, 296. ’

A Neo-Sex Chromosome That Drives Postzygotic Sex Determination in the Hessian Fly (<i>Mayetiola) Tj ETQq1 1 0.84314 rgBT |Ove
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Characterization and expression analysis of a gene encoding a secreted lipase-like protein expressed in
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Expressed sequence tags from larval gut of the European corn borer (Ostrinia nubilalis): Exploring
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Differential Responses of Wheat Inhibitor-like Genes to Hessian Fly, Mayetiola destructor, Attacks
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A protein from the salivary glands of the pea aphid, <i>Acyrthosiphon pisumc«/i> , is essential in feeding
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Hessian Fly (<i>Mayetiola destructor</i>) Attack Causes a Dramatic Shift in Carbon and Nitrogen
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Gene Expression of Different Wheat Genotypes During Attack by Virulent and Avirulent Hessian Fly
(Mayetiola destructor) Larvae. Journal of Chemical Ecology, 2007, 33,2171-2194.
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Genes encoding a group of related small secreted proteins from the gut of Hessian fly larvae
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