37

papers

40

all docs

361413

1,559 20
citations h-index
40 40
docs citations times ranked

414414
32

g-index

1331

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Complement System and Alarmin HMGB1 Crosstalk: For Better or Worse. Frontiers in Immunology,
2022, 13, 869720.

Headless C1q: a new molecular tool to decipher its collagena€bike functions. FEBS Journal, 2021, 288,
20302041. +7 8

Structures of the MASP Proteases and Comparison with Complement C1r and Cls., 2021, , 73-101.

Molecular Basis of Complement C1q Collagen-Like Region Interaction with the Immunoglobulin-Like

Receptor LAIR-1. International Journal of Molecular Sciences, 2021, 22, 5125. 41 12

Functional recombinant human complement C1q with different affinity tags. Journal of
Immunological Methods, 2021, 492, 113001.

Complement C1q Interacts With LRP1 Clusters Il and IV Through a Site Close but Different From the

Binding Site of Its C1r and C1s-Associated Proteases. Frontiers in Imnmunology, 2020, 11, 583754. 48 >

CIR Mutations Trigger Constitutive Complement 1 Activation in Periodontal Ehlers-Danlos Syndrome.
Frontiers in Immunology, 2019, 10, 2537.

Two Different Missense C1S Mutations, Associated to Periodontal Ehlers-Danlos Syndrome, Lead to

Identical Molecular Outcomes. Frontiers in Immunology, 2019, 10, 2962. 4.8 10

Two missense C1S mutations, associated to the periodontal Ehlersd€“Danlos syndrome, lead to the same
extracellular molecular outcome. Molecular Immunology, 2018, 102, 152-153.

Cls., 2018, , 107-115. 2

C1q and Mannose-Binding Lectin Interact with CR1 in the Same Region on CCP24-25 Modules. Frontiers
in Immunology, 2018, 9, 453.

Deciphering the Fine Details of C1 Assembly and Activation Mechanisms: A¢4,~A“Mission ImpossibleA¢d,~A?.

Frontiers in Immunology, 2014, 5, 565. 4.8 57

Classical Complement Pathway Components C1r and Cls: Purification from Human Serum and in
Recombinant Form and Functional Characterization. Methods in Molecular Biology, 2014, 1100, 43-60.

Deciphering Complement Receptor Type 1 Interactions with Recognition Proteins of the Lectin

Complement Pathway. Journal of Immunology, 2013, 190, 3721-3731. 08 49

Complement Component Cls., 2013, , 2853-2857.
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