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Applying Tissue Separation and Untargeted Metabolomics to Understanding Lipid Saturation Kinetics
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Non-targeted tandem mass spectrometry enables the visualization of organic matter chemotype shifts

in coastal seawater. Chemosphere, 2021, 271, 129450.

A Metabolic Choreography of Maize Plants Treated with a Humic Substance-Based Biostimulant under
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environment. Nature Communications, 2021, 12, 3832.
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ReDU: a framework to find and reanalyze public mass spectrometry data. Nature Methods, 2020, 17,
901-904. 90 7

Reproducible molecular networking of untargeted mass spectrometry data using GNPS. Nature
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The extracellular matrix protects Bacillus subtilis colonies from Pseudomonas invasion and

modulates plant co-colonization. Nature Communications, 2019, 10, 1919.

Intact protein mass spectrometry reveals intraspecies variations in venom composition of a local
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