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59 Light-driven dinitrogen reduction catalyzed by a CdS:nitrogenase MoFe protein biohybrid. Science,
2016, 352, 448-450. 6.0 676
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65 Nitrogenase bioelectrocatalysis: heterogeneous ammonia and hydrogen production by MoFe protein.
Energy and Environmental Science, 2016, 9, 2550-2554. 15.6 187
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2-Oxoglutarate-Dependent Oxygenases, 2016, , 274-296. 0.8 2
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