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Advances, 2019, 5, eaav0482. )
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saccharin and a derivative. Journal of Structural Biology, 2019, 205, 147-154. 2.8 13



20

22

24

26

28

30

32

34

36

MATTHEW P BLAKELEY

ARTICLE IF CITATIONS

Perdeuteration, large crystal growth and neutron data collection of<i>Leishmania
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Direct visualization of a Fe(IV)a€“OH intermediate in a heme enzyme. Nature Communications, 2016, 7,
13445, 2.8 60



38

40

42

44

46

48

50

52

54

MATTHEW P BLAKELEY

ARTICLE IF CITATIONS

High-resolution neutron and X-ray diffraction room-temperature studies of an H-FABP&€ oleic acid
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