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Genome-Wide Association Studies of Serum Magnesium, Potassium, and Sodium Concentrations

Identify Six Loci Influencing Serum Magnesium Levels. PLoS Genetics, 2010, 6, e1001045.

Association of Genome-Wide Variation With the Risk of Incident Heart Failure in Adults of European
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levels. Human Molecular Genetics, 2010, 19, 4296-4303.

Genomic Variation Associated With Mortality Among Adults of European and African Ancestry With

Heart Failure. Circulation: Cardiovascular Genetics, 2010, 3, 248-255. 51 80

Large-Scale Candidate Gene Analysis in Whites and African Americans Identifies <i>IL6R</[i>
Polymorphism in Relation to Atrial Fibrillation. Circulation: Cardiovascular Genetics, 2011, 4, 557-564.

Discovery and Fine Mapping of Serum Protein Loci through Transethnic Meta-analysis. American

Journal of Human Genetics, 2012, 91, 744-753. 6.2 69

A genome-wide association study identifies novel loci associated with circulating IGF-l and IGFBP-3.
Human Molecular Genetics, 2011, 20, 1241-1251.

Integration of genome-wide association studies with biological knowledge identifies six novel genes

related to Ridney function. Human Molecular Genetics, 2012, 21, 5329-5343. 2.9 64
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