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Association analyses of more than 140,000 men identify 63 new prostate cancer susceptibility loci.
Nature Genetics, 2018, 50, 928-936.

Identification of 23 new prostate cancer susceptibility loci using the iCOGS custom genotyping array.

Nature Genetics, 2013, 45, 385-391. 214 492

A meta-analysis of 87,040 individuals identifies 23 new susceptibility loci for prostate cancer. Nature
Genetics, 2014, 46, 1103-1109.

Identification of seven new prostate cancer susceptibility loci through a genome-wide association 914 389
study. Nature Genetics, 2009, 41, 1116-1121. :

Trans-ancestry genome-wide association meta-analysis of prostate cancer identifies new susceptibility
loci and informs genetic risk prediction. Nature Genetics, 2021, 53, 65-75.

Global Patterns of Prostate Cancer Incidence, Aggressiveness, and Mortality in Men of African

Descent. Prostate Cancer, 2013, 2013, 1-12. 0.6 180

<i>PALB2<[i>,<i>CHEK2<[i>and<i>ATMc« [i>rare variants and cancer risk: data from COGS. Journal of
Medical Genetics, 2016, 53, 800-811.

Examination of Broad Symptom Improvement Resulting From Mindfulness-Based Stress Reduction in
Breast Cancer Survivors: A Randomized Controlled Trial. Journal of Clinical Oncology, 2016, 34, 1.6 165
2827-2834.

Course and Predictors of Cognitive Function in Patients With Prostate Cancer Receiving
Androgen-Deprivation Therapy: A Controlled Comparison. Journal of Clinical Oncology, 2015, 33,
2021-2027.

Genome-Wide Meta-Analyses of Breast, Ovarian, and Prostate Cancer Association Studies Identify
Multiple New Susceptibility Loci Shared by at Least Two Cancer Types. Cancer Discovery, 2016, 6, 9.4 157
1052-1067.

Polygenic hazard score to guide screening for aggressive prostate cancer: development and
validation in large scale cohorts. BM): British Medical Journal, 2018, 360, j5757.

Mindfulness-Based Stress Reduction in Post-treatment Breast Cancer Patients: Immediate and
Sustained Effects Across Multiple Symptom Clusters. Journal of Pain and Symptom Management, 2017, 1.2 120
53, 85-95.

A meta-analysis of genome-wide association studies to identify prostate cancer susceptibility loci
associated with aggressive and non-aggressive disease. Human Molecular Genetics, 2013, 22, 408-415.

Global Transcriptome Analysis of Formalin-Fixed Prostate Cancer Specimens Identifies Biomarkers of

Disease Recurrence. Cancer Research, 2014, 74, 3228-3237. 0.9 1

The human 8-oxoguanine DNA N-glycosylase 1 (hOGG1) DNA repair enzyme and its association with lung
cancer risk. Pharmacogenetics and Genomics, 2004, 14, 103-1009.

Deletion Polymorphism of UDP-Glucuronosyltransferase 2B17 and Risk of Prostate Cancer in African

American and Caucasian Men. Cancer Epidemiology Biomarkers and Prevention, 2006, 15, 1473-1478. 2:5 96

TGF-2 induced EMT and stemness characteristics are associated with epigenetic regulation in lung

cancer. Scientific Reports, 2020, 10, 10597.

Validation of Genome-Wide Prostate Cancer Associations in Men of African Descent. Cancer

Epidemiology Biomarkers and Prevention, 2011, 20, 23-32. 2:5 88
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Fine-mapping of prostate cancer susceptibility loci in a large meta-analysis identifies candidate causal

variants. Nature Communications, 2018, 9, 2256.

The effects of mindfulness-based stress reduction on objective and sub{'ective sleep parameters in 9.3 85

women with breast cancer: a randomized controlled trial. Psycho-Oncology, 2015, 24, 424-432.

miRNAs associated with prostate cancer risk and progression. BMC Urology, 2017, 17, 18.

ASP85TYR POLYMORPHISM IN THE UDP-GLUCURONOSYLTRANSFERASE (UGT) 2B15 GENE AND THE RISK OF 0.4 67
PROSTATE CANCER. Journal of Urology, 2004, 171, 2484-2488. :

Multiple novel prostate cancer susceptibility signals identified by fine-mapping of known risk loci
among Europeans. Human Molecular Genetics, 2015, 24, 5589-5602.

Association Between Polymorphisms in the DNA Repair Genes X <i>RCC1<[i> and <i>APE1<[i> , and the

Risk of Prostate Cancer in White and Black Americans. Journal of Urology, 2006, 175, 108-112. 04 65

Racial Differences in the Diagnosis and Treatment of Prostate Cancer. International Neurourology
Journal, 2016, 20, S112-119.

Generalizability of established prostate cancer risk variants in men of <scp>A</scp>frican ancestry. 51 62
International Journal of Cancer, 2015, 136, 1210-1217. :

DNA Methylation in Promoter Region as Biomarkers in Prostate Cancer. Methods in Molecular
Biology, 2012, 863, 67-109.

Two Novel Susceptibility Loci for Prostate Cancer in Men of African Ancestry. Journal of the National 6.3 57
Cancer Institute, 2017, 109, . :

Promoter Hypermethylation in Prostate Cancer. Cancer Control, 2010, 17, 245-255.

A Large-Scale Analysis of Genetic Variants within Putative miRNA Binding Sites in Prostate Cancer. o4 56
Cancer Discovery, 2015, 5, 368-379. :

Risk Analysis of Prostate Cancer in PRACTICAL, a Multinational Consortium, Using 25 Known Prostate
Cancer Susceptibility Loci. Cancer Epidemiology Biomarkers and Prevention, 2015, 24, 1121-1129.

Silencing of the Candidate Tumor Suppressor Gene Solute Carrier Family 5 Member 8 (SLC5A8) in

Human Pancreatic Cancer. Pancreas, 2008, 36, e32-e39. 11 55

Prediction of individual genetic risk to prostate cancer using a polygenic score. Prostate, 2015, 75,
1467-1474.

<i>CHEK2<[i><b><sup>a"—<[sup></b>1100delC Mutation and Risk of Prostate Cancer. Prostate Cancer, 0.6 51
2014, 2014, 1-9. ’

Atlas of prostate cancer heritability in European and African-American men pinpoints tissue-specific

regulation. Nature Communications, 2016, 7, 10979.

Micro-RNA-186-5p inhibition attenuates proliferation, anchorage independent growth and invasion in

metastatic prostate cancer cells. BMC Cancer, 2018, 18, 421. 2.6 47
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Comparative Genomics Reveals Distinct Immune-oncologic Pathways in African American Men with

Prostate Cancer. Clinical Cancer Research, 2021, 27, 320-329.

Association Between Polymorphisms in HSD3B1 and UGT2B17 and Prostate Cancer Risk. Urology, 2007,
70, 374-379. 1o 43

Germline variation at 8q24 and prostate cancer risk in men of European ancestry. Nature
Communications, 2018, 9, 4616.

miR-21, miR-221 and miR-222 expression and prostate cancer recurrence among obese and non-obese 16 42
cases. Asian Journal of Andrology, 2013, 15, 226-230. )

Randomized, placebo-controlled trial evaluating the safety of one-year administration of green tea
catechins. Oncotarget, 2016, 7, 70794-70802.

Candidate tumor suppressor gene SLC5A8 is frequently down-regulated by promoter hypermethylation

in prostate tumor. Cancer Detection and Prevention, 2007, 31, 359-365. 21 40

SNP-SNP Interaction Network in Angiogenesis Genes Associated with Prostate Cancer Aggressiveness.
PLoS ONE, 2013, 8, e59688.

Polygenic hazard score is associated with prostate cancer in multi-ethnic populations. Nature 12.8 40
Communications, 2021, 12, 1236. :

Genetic predictors of fatigue in prostate cancer patients treated with androgen deprivation therapy:
Preliminary findings. Brain, Behavior, and Immunity, 2012, 26, 1030-1036.

Gene variants in the angiogenesis pathway and prostate cancer. Carcinogenesis, 2012, 33, 1259-1269. 2.8 35

A Germline Variant at 8q24 Contributes to Familial Clustering of Prostate Cancer in Men of African
Ancestry. European Urology, 2020, 78, 316-320.

Multi-institutional prostate cancer study of genetic susceptibility in populations of African descent. 0.8 31
Carcinogenesis, 2011, 32, 1361-1365. :

Africand€American men and prostate cancerd€specific mortality: a competing risk analysis of a large
institutional cohort, 19894€“2015. Cancer Medicine, 2018, 7, 2160-2171.

Alcohol consumption and prostate cancer incidence and progression: A Mendelian randomisation

study. International Journal of Cancer, 2017, 140, 75-85. 51 28

An integrative multi-omics analysis to identify candidate DNA methylation biomarkers related to
prostate cancer risk. Nature Communications, 2020, 11, 3905.

Genome-Wide Association Study of Prostate Cancera€“Specific Survival. Cancer Epidemiology 05 97
Biomarkers and Prevention, 2015, 24, 1796-1800. ’

Hypoxia-induced cancer stemness acquisition is associated with CXCR4 activation by its aberrant

promoter demethylation. BMC Cancer, 2019, 19, 148.

A Genetic Risk Score to Personalize Prostate Cancer Screening, Applied to Population Data. Cancer 05 97
Epidemiology Biomarkers and Prevention, 2020, 29, 1731-1738. :
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SLC5A8 Gene, A Transporter of Butyrate: A Gut Flora Metabolite, Is Frequently Methylated in African

American Colon Adenomas. PLoS ONE, 2011, 6, e20216.

Gene silencing of SLC5A8 identified by genome-wide methylation profiling in lung cancer. Lung Cancer,

2013,79, 198-204. 2.0 26

Single Nucleotide Polymorphisms in DNA Repair Genes and Prostate Cancer Risk. Methods in Molecular
Biology, 2009, 471, 361-385.

Africana€specific improvement of a polygenic hazard score for age at diagnosis of prostate cancer.

International Journal of Cancer, 2021, 148, 99-105. 51 24

CpG island hypermethylation profiling of lung cancer using restriction landmark genomic scanning
(RLGS) analysis. Cancer Biomarkers, 2005, 1, 193-200.

Safety and Chemopreventive Effect of Polyphenon E in Preventing Early and Metastatic Progression of

Prostate Cancer in TRAMP Mice. Cancer Prevention Research, 2014, 7, 435-444, 1.5 23

Marital status and prostate cancer incidence: a pooled analysis of 12 cased€“control studies from the
PRACTICAL consortium. European Journal of Epidemiology, 2021, 36, 913-925.

RHCG and TCAF1 promoter hypermethylation predicts biochemical recurrence in prostate cancer

patients treated by radical prostatectomy. Oncotarget, 2017, 8, 5774-5788. 1.8 22

Circulating Metabolic Biomarkers of Screen-Detected Prostate Cancer in the ProtecT Study. Cancer
Epidemiology Biomarkers and Prevention, 2019, 28, 208-216.

Moderating Effects of Genetic Polymorphisms on Improvements in Cognitive Impairment in Breast
Cancer Survivors Participating in a 6-Week Mindfulness-Based Stress Reduction Program. Biological 1.9 19
Research for Nursing, 2015, 17, 393-404.

Commercial Gene Expression Tests for Prostate Cancer Prognosis Provide Paradoxical Estimates of
Race-Specific Risk. Cancer Epidemiology Biomarkers and Prevention, 2020, 29, 246-253.

African American Specific Gene Panel Predictive of Poor Prostate Cancer Outcome. Journal of

Urology, 2019, 202, 247-255. o4 B

Gene Variants in Angiogenesis and Lymphangiogenesis and Cutaneous Melanoma Progression. Cancer
Epidemiology Biomarkers and Prevention, 2013, 22, 827-834.

Course and Moderators of Hot Flash Interference during Androgen Deprivation Therapy for Prostate 0.4 17
Cancer: A Matched Comparison. Journal of Urology, 2015, 194, 690-695. :

Tobacco smokRing-response genes in blood and buccal cells. Toxicology Letters, 2015, 232, 429-437.

Multifaceted Function of MicroRNA-299-3p Fosters an Antitumor Environment Through Modulation
of Androgen Receptor and VEGFA Signaling Pathways in Prostate Cancer. Scientific Reports, 2020, 10, 3.3 17
5167.

miR-1207-3p Is a Novel Prognostic Biomarker of Prostate Cancer. Translational Oncology, 2016, 9,

236-241.

Influence of gene expression on survival of clear cell renal cell carcinoma. Cancer Medicine, 2020, 9,

8662-8675. 2.8 16
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The CHEK2 Variant C.349A&gt;G Is Associated with Prostate Cancer Risk and Carriers Share a Common

Ancestor. Cancers, 2020, 12, 3254.

Additional SNPs improve risk stratification of a polygenic hazard score for prostate cancer. Prostate

Cancer and Prostatic Diseases, 2021, 24, 532-541. 3.9 16

Variation in<i>HNF1B«</i>and Obesity May Influence Prostate Cancer Risk in African American Men: A
Pilot Study. Prostate Cancer, 2013, 2013, 1-7.

Interactions of<i>PVT1<[i>and<i>CASC11</i>on Prostate Cancer Risk in African Americans. Cancer

Epidemiology Biomarkers and Prevention, 2019, 28, 1067-1075. 2:5 14

The effect of sample size on polygenic hazard models for prostate cancer. European Journal of Human
Genetics, 2020, 28, 1467-1475.

Prostate cancer risk stratification improvement across multiple ancestries with new polygenic
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Geospatial Cellular Distribution of Cancer-Associated Fibroblasts Significantly Impacts Clinical
Outcomes in Metastatic Clear Cell Renal Cell Carcinoma. Cancers, 2021, 13, 3743.

SLC5A8 Nuclear Translocation and Loss of Expression are Associated With Poor Outcome in
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Mindfulness-based stress reduction for breast cancer survivors (MBSR(BC)): evaluating mediators of
psychological and physical outcomes in a large randomized controlled trial. Journal of Behavioral
Medicine, 2021, 44, 591-604.

Promoter Hypermethylation as a Biomarker in Prostate Adenocarcinoma. Methods in Molecular
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Silencing of miR-137 by aberrant promoter hypermethylation in surgically resected lung cancer. Lung
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SNP interaction pattern identifier (SIPI): an intensive search for SNP&€“SNP interaction patterns.
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Detoxification of chlorella supplement on heterocyclic amines in Korean young adults.
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Neural outcome processing of peer-influenced risk-taking behavior in late adolescence: Preliminary
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Tristetraprolin Is a Prognostic Biomarker for Poor Outcomes among Patients with Low-Grade
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Optimizing Time to Treatment to Achieve Durable Biochemical Disease Control after Surgery in
Prostate Cancer: A Multi-Institutional Cohort Study. Cancer Epidemiology Biomarkers and Prevention, 2.5 9
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