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<i>Arabidopsis</i> group C Raf-like protein kinases negatively regulate abscisic acid signaling and are
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Raf-like kinases CBC1 and CBC2 negatively regulate stomatal opening by negatively regulating plasma
membrane H+-ATPase phosphorylation in Arabidopsis. Photochemical and Photobiological Sciences,
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18 DNA demethylase ROS1 prevents inheritable DREB1A/CBF3 repression by transgene-induced promoter
methylation in the Arabidopsis ice1-1 mutant. Plant Molecular Biology, 2020, 104, 575-582. 2.0 7
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24 Plant Raf-like kinases regulate the mRNA population upstream of ABA-unresponsive SnRK2 kinases
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25 <i>DREB1A/CBF3</i> Is Repressed by Transgene-Induced DNA Methylation in the Arabidopsis
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26 Metabolite/phytohormoneâ€“gene regulatory networks in soybean organs under dehydration
conditions revealed by integration analysis. Plant Journal, 2020, 103, 197-211. 2.8 10

27 Overexpression of AtNCED3 gene improved drought tolerance in soybean in greenhouse and field
conditions. Genetics and Molecular Biology, 2020, 43, e20190292. 0.6 21

28 Comparative Phosphoproteomic Analysis Reveals a Decay of ABA Signaling in Barley Embryos during
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29 ABA-responsive gene expression in response to drought stress: cellular regulation and long-distance
signaling. Advances in Botanical Research, 2019, , 83-113. 0.5 18

30 Hormone-like peptides and small coding genes in plant stress signaling and development. Current
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34 Transcriptome analysis of soybean (Glycine max) root genes differentially expressed in rhizobial,
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35 Heat-induced inhibition of phosphorylation of the stress-protective transcription factor DREB2A
promotes thermotolerance of Arabidopsis thaliana. Journal of Biological Chemistry, 2019, 294, 902-917. 1.6 62

36 Long-distance signaling in plant stress response. Current Opinion in Plant Biology, 2019, 47, 106-111. 3.5 135
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40 ER-Anchored Transcription Factors bZIP17 and bZIP28 Regulate Root Elongation. Plant Physiology,
2018, 176, 2221-2230. 2.3 74
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Scientific Reports, 2018, 8, 11347. 1.6 30
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53 ABA-unresponsive SnRK2 protein kinases regulate mRNA decay under osmotic stress in plants. Nature
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response genes, AtSRK2C and AtGolS2. Molecular Breeding, 2017, 37, 1. 1.0 14



5

Kazuo Shinozaki

# Article IF Citations
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thaliana. Journal of Biomolecular NMR, 2004, 29, 205-206. 1.6 18

394 Letter to the Editor: NMR assignment of the hypothetical rhodanese domain At4g01050 from
Arabidopsis thaliana. Journal of Biomolecular NMR, 2004, 29, 207-208. 1.6 12

395 Disposal of chloroplasts with abnormal function into the vacuole in Arabidopsis thaliana cotyledon
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406 Arabidopsis stress-inducible gene for arginine decarboxylase AtADC2 is required for accumulation of
putrescine in salt tolerance. Biochemical and Biophysical Research Communications, 2004, 313, 369-375. 1.0 194

407 The MKK2 Pathway Mediates Cold and Salt Stress Signaling in Arabidopsis. Molecular Cell, 2004, 15,
141-152. 4.5 859

408 A Novel Zinc-binding Motif Revealed by Solution Structures of DNA-binding Domains of Arabidopsis
SBP-family Transcription Factors. Journal of Molecular Biology, 2004, 337, 49-63. 2.0 267

409 Cloning and Functional Analysis of a Novel DREB1/CBF Transcription Factor Involved in
Cold-Responsive Gene Expression in Zea mays L.. Plant and Cell Physiology, 2004, 45, 1042-1052. 1.5 336

410
A Novel Subgroup of bZIP Proteins Functions as Transcriptional Activators in
Hypoosmolarity-Responsive Expression of the ProDH Gene in Arabidopsis. Plant and Cell Physiology,
2004, 45, 309-317.

1.5 166

411 ç’°å¢ƒã‚¹ãƒˆãƒ¬ã‚¹è€•æ€§ç•²å¾—ã•«é–¢ä¸Žã•™ã‚‹è»¢å†™å› å•DREBã•«ã‚ˆã•£ã•¦åˆ¶å¾¡ã••ã‚Œã‚‹ä»£è¬•ãƒ•ãƒƒãƒˆãƒ¯ãƒ¼ã‚¯. Nippon Nogeikagaku Kaishi, 2004, 78, 981-983.0.0 0

412 RCH1, a Locus in Arabidopsis That Confers Resistance to the Hemibiotrophic Fungal Pathogen
Colletotrichum higginsianum. Molecular Plant-Microbe Interactions, 2004, 17, 749-762. 1.4 123

413
Construction of a full-length cDNA library from young spikelets of hexaploid wheat and its
characterization by large-scale sequencing of expressed sequence tags. Genes and Genetic Systems,
2004, 79, 227-232.

0.2 47

414 Plant Response to Stress: Regulation of Plant Gene Expression to Drought. , 2004, , 999-1001. 1



25

Kazuo Shinozaki

# Article IF Citations

415 Identification of Arabidopsis Genes Regulated by High Light-Stress Using cDNA MicroarrayÂ¶.
Photochemistry and Photobiology, 2003, 77, 226-233. 1.3 46

416 A unified nomenclature for Arabidopsis dynamin-related large GTPases based on homology and
possible functions. Plant Molecular Biology, 2003, 53, 261-265. 2.0 125

417 Regulatory network of gene expression in the drought and cold stress responses. Current Opinion in
Plant Biology, 2003, 6, 410-417. 3.5 1,616
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