336

papers

339

all docs

14655

20,189 66
citations h-index
339 339
docs citations times ranked

124

g-index

12396

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Mobilization of <i>tet<[i> (X4) by IS <i>1<[i> Family Elements in Porcine Escherichia coli Isolates.
Antimicrobial Agents and Chemotherapy, 2022, 66, AAC0159721.

Plasmid Fusion and Recombination Events That Occurred during Conjugation of <i>poxtA</[i>

-Carrying Plasmids in Enterococci. Microbiology Spectrum, 2022, 10, e0150521. 3.0 1

Characterization of the novel <i>optrA<[i>-carrying pseudo-compound transposon Tn<i>7363<[i> and
an Inc18 plasmid carrying <i>cfr<[i>(D) in <i>Vagococcus lutrae</i>. Journal of Antimicrobial
Chemotherapy, 2022, 77, 921-925.

<i>erm</i> (T)-Mediated Macrolide-Lincosamide Resistance in Streptococcus suis. Microbiology 2.0 8
Spectrum, 2022, 10, e0165721. :

Antimicrobial and Biocide Resistance among Canine and Feline Enterococcus faecalis, Enterococcus
faecium, Escherichia coli, Pseudomonas aeruginosa, and Acinetobacter baumannii Isolates from
Diagnostic Submissions. Antibiotics, 2022, 11, 152.

Recombination events that occur in a <i>poxtA<[i>-carrying <i>Enterococcus faecium«/i> during the

conjugation process. Journal of Antimicrobial Chemotherapy, 2022, 77, 1228-1236. 3.0 2

Antimicrobial and Biocide Resistance among Feline and Canine Staphylococcus aureus and
Staphylococcus pseudintermedius Isolates from Diagnostic Submissions. Antibiotics, 2022, 11, 127.

Development of Quality Control Ranges for Biocide Susceptibility Testing. Pathogens, 2022, 11, 223. 2.8 4

Arole for ColV plasmids in the evolution of pathogenic Escherichia coli ST58. Nature
Communications, 2022, 13, 683.

Novel multiresistance-mediating integrative and conjugative elements carrying unusual antimicrobial
resistance genes in <i>Mannheimia haemolytica</i> and <i>Pasteurella multocida</i>. Journal of 3.0 8
Antimicrobial Chemotherapy, 2022, 77, 2033-2035.

Distribution and Characteristics of Listeria spp. in Pigs and Pork Production Chains in Germany.
Microorganisms, 2022, 10, 512.

Outbreak of <i>Cronobacter turicensis</i> in European brown hares ( <i>Lepus europaeus«<[i> ). 99 o
Letters in Applied Microbiology, 2022, , . )

Tn <i>560¢<[i> , a Novel Tn <i>554<[i> FamIIY Transposon from Porcine Methicillin-Resistant

Staphylococcus aureus ST398, Carries a Multiresistance Gene Cluster Comprising a Novel <i>spc</i>

Gene Variant and the Genes <|>lsa</|> (E) and <i>Inu</i> (B). Antimicrobial Agents and Chemotherapy,

Serological investigation of vector-borne pathogens in stray dogs of Pakistan. Tierarztliche Praxis

Ausgabe K: Kleintiere - Heimtiere, 2022, 50, . 05 0

Distinct increase in antimicrobial resistance genes among Escherichia coli during 50 years of
antimicrobial use in livestock production in China. Nature Food, 2022, 3, 197-205.

Novel macrolide-lincosamide-streptogramin B resistance gene <i>erm</i>(54) in MRSA ST398 from

Germany. Journal of Antimicrobial Chemotherapy, 2022, 77, 2296-2298. 3.0 >

OUP accepted manuscript. Journal of Antimicrobial Chemotherapy, 2022, , .

Description of Staphylococcal Strains from Straw-Coloured Fruit Bat (Eidolon helvum) and Diamond
Firetail (Stagonopleura guttata) and a Review of their Phylogenetic Relationships to Other 3.9 4
Staphylococci. Frontiers in Cellular and Infection Microbiology, 2022, 12, .



20

22

24

26

28

30

32

34

36

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Characterization of qnrB-carrying plasmids from ESBL- and non-ESBL-producing Escherichia coli. BMC

Genomics, 2022, 23, 365.

Dogs as carriers of virulent and resistant genotypes of <i>Clostridioides difficile</i>. Zoonoses and

Public Health, 2022, , . 2.2 4

Studies on the Transmission of a Tigecycline Resistance-Mediating <i>tet</i> (A) Gene Variant from
Enterobacter hormaechei via a Two-Step Recombination Process. Microbiology Spectrum, 2022, 10,
e0049622.

Characterization of an MDR «<i>Lactobacillus salivarius</i> isolate harbouring the
phenicol-oxazolidinone-tetracycline resistance gene <i>poxtA<[i>. Journal of Antimicrobial 3.0 6
Chemotherapy, 2022, 77, 2125-2129.

Plasmid-Assisted Horizontal Transfer of a Large <i>lsa</i> (E)-Carrying Genomic Island in
Enterococcus faecalis. Microbiology Spectrum, 2022, 10, .

Mechanisms of Linezolid Resistance Among Clinical Staphylococcus spp. in Spain: Spread of

Methicillin- and Linezolid-Resistant S. epidermidis ST2. Microbial Drug Resistance, 2021, 27, 145-153. 2.0 17

Identification of a novel tetracycline resistance gene, <i>tet<[i>(63), located on a multiresistance
plasmid from <i>Staphylococcus aureus«<[i>. Journal of Antimicrobial Chemotherapy, 2021, 76, 576-581.

Co-occurrence of the <i>bla</i>VIM-1 and <i>bla</i>SHV-12 genes on an IncHI2 plasmid of an
<i>Escherichia coli</i> isolate recovered from German livestock. Journal of Antimicrobial 3.0 8
Chemotherapy, 2021, 76, 531-533.

Global distribution, dissemination and overexpression of potent multidrug efflux pump RE-CmeABC in
<i>Campylobacter jejuni</i>. Journal of Antimicrobial Chemotherapy, 2021, 76, 596-600.

Identification of an IS<i>431«/i>-derived translocatable unit containing the <i>erm«/i>(C) gene in

<i>Staphylococcus aureus</i>. Journal of Antimicrobial Chemotherapy, 2021, 76, 1102-1104. 3.0 6

Comparative analysis of genomic characteristics, fitness and virulence of MRSA ST398 and ST9 isolated
from China and Germany. Emerging Microbes and Infections, 2021, 10, 1481-1494.

Plasmid-Chromosome Crosstalk in Staphylococcus aureus: A Horizontally Acquired Transcription
Re%ulator Controls Polysaccharide Intercellular Adhesin-Mediated Biofilm Formation. Frontiers in 3.9 1
Cellular and Infection Microbiology, 2021, 11, 660702.

Outcome of Different Sequencing and Assembly Approaches on the Detection of Plasmids and
Localization of Antimicrobial Resistance Genes in Commensal Escherichia coli. Microorganisms, 2021,
9, 598.

Diversity of methicillin-resistant coagulase-negative Staphylococcus spp. and methicillin-resistant
Mammaliicoccus spp. isolated from ruminants and New World camelids. Veterinary Microbiology, 1.9 15
2021, 254, 109005.

Towards a Better and Harmonized Education in Antimicrobial Stewardship in European Veterinary
Curricula. Antibiotics, 2021, 10, 364.

Evolution and genomic insight into methicillin-resistant <i>Staphylococcus aureus<[i> ST9 in China.

Journal of Antimicrobial Chemotherapy, 2021, 76, 1703-1711. 3.0 1

Whole-Genome Sequence of the <i>Mycoplasmac</[i> ( <i>Mesomycoplasmac</[i> ) <i>hyorhinis</i> DSM

25591 Type Strain. Microbiology Resource Announcements, 2021, 10, .

Pet husbandry as a risk factor for colonization or infection with MDR organisms: a systematic

meta-analysis. Journal of Antimicrobial Chemotherapy, 2021, 76, 1392-1405. 3.0 12



38

40

42

44

46

48

50

52

54

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Isolation Procedure for CP E. coli from Caeca Samples under Review towards an Increased Sensitivity.

Microorganisms, 2021, 9, 1105.

Proposal of Epidemiological Cutoff Values for Apramycin 15a€%oiV4g and Florfenicol 30a€%oiV4g Disks Applicable 9,
<i>Staphylococcus aureus</i>. Microbial Drug Resistance, 2021, 27, 1555-1559. :

Presence of i2-Lactamase-producing Enterobacterales and Salmonella Isolates in Marine Mammals.
International Journal of Molecular Sciences, 2021, 22, 5905.

Phenotypic and Genotypic Properties of Fluoroquinolone-Resistant, gnr-Carrying Escherichia coli

Isolated from the German Food Chain in 2017. Microorganisms, 2021, 9, 1308. 3.6 7

A novel plasmid from Aerococcus urinaeequi of porcine origin co-harboring the tetracycline
resistance genes tet(58) and tet(61). Veterinary Microbiology, 2021, 257, 109065.

Mobile Oxazolidinone Resistance Genes in Gram-Positive and Gram-Negative Bacteria. Clinical

Microbiology Reviews, 2021, 34, €0018820. 136 95

Identification of Tn<i>553<[i>, a novel Tn<i>554«<[i>-related transposon that carries a complete
<i>blaZ<[i>-<i>blaR1<[i>-<i>blal<[i> [2-lactamase operon in <i>Staphylococcus aureus</i>. Journal of
Antimicrobial Chemotherapy, 2021, 76, 2733-2735.

Animal and Human Brucellosis in Pakistan. Frontiers in Public Health, 2021, 9, 660508. 2.7 24

Provisional Use of CLSI-Approved Quality Control Strains for Antimicrobial Susceptibility Testing of
Mycoplasma (d€ Mesomycoplasmad€™) hyorhinis. Microorganisms, 2021, 9, 1829.

Identification of a <i>Streptococcus parasuis</i> isolate co-harbouring the oxazolidinone resistance

genes <i>cfr¢/i>(D) and <i>optrA<[i>. Journal of Antimicrobial Chemotherapy, 2021, 76, 3059-3061. 3.0 1

The Pheno- and Genotypic Characterization of Porcine Escherichia coli Isolates. Microorganisms, 2021,
9,1676.

Emergence of a tet(M) Variant Conferring Resistance to Tigecycline in Streptococcus suis. Frontiers

in Veterinary Science, 2021, 8, 709327. %2 ?

The First Report of mer-1-Carrying Escherichia coli Originating from Animals in Serbia. Antibiotics,
2021, 10, 1063.

Detection of the plasmid-borne oxazolidinone/phenicol resistance gene optrA in Lactococcus garvieae

isolated from faecal samples. Clinical Microbiology and Infection, 2021, 27, 1358-1359. 6.0 13

Effect of topical antimicrobial therapy and household cleaning on meticillind€resistant
Staphylococcus pseudintermedius carriage in dogs. Veterinary Record, 2021, , e937.

Multiresistant Gram-negative pathogens. Deutsches A&amp;#x0308;rzteblatt International, 2021, 118, . 0.9 11

Detection of a NDM-5-producing Klebsiella pneumoniae sequence type 340 (CG258) high-risk clone in

swine. Veterinary Microbiology, 2021, 262, 109218.

Dissection of Highly Prevalent qnrS1-Carrying IncX Plasmid Types in Commensal Escherichia coli from

German Food and Livestock. Antibiotics, 2021, 10, 1236. 3.7 4



56

58

60

62

64

66

68

70

72

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Emergence of blaNDM-11 carried by an IncX3 plasmid in Citrobacter freundii ST266 in China. Journal of

Global Antimicrobial Resistance, 2021, 27, 250-252.

Identification of a blaVIM-1-Carrying IncA/C2 Multiresistance Plasmid in an Escherichia coli Isolate

Recovered from the German Food Chain. Microorganisms, 2021, 9, 29. 3.6 5

Investigating Alkylated Prodigiosenes and Their Cu(ll)a€Dependent Biological Activity: Interactions with
DNA, Antimicrobial and Photoinduced Anticancer Activity. ChemMedChem, 2021, , .

Staphylococcus aureus isolates from Eurasian Beavers (Castor fiber) carry a novel phage-borne

bicomponent leukocidin related to the Panton-Valentine leukocidin. Scientific Reports, 2021, 11, 24394. 3.3 7

Novel Tet(L) Efflux Pump Variants Conferring Resistance to Tigecycline and Eravacycline in
Staphylococcus Spp.. Microbiology Spectrum, 2021, 9, e0131021.

A novel SCCmec type V variant in porcine MRSA ST398 from China. Journal of Antimicrobial

Chemotherapy, 2020, 75, 484-486. 3.0 4

Identification of a poxtA- and cfr-carrying multiresistant Enterococcus hirae strain. Journal of
Antimicrobial Chemotherapy, 2020, 75, 482-484.

Detection of poxtA- and optrA-carrying E. faecium isolates in air samples of a Spanish swine farm.

Journal of Global Antimicrobial Resistance, 2020, 22, 28-31. 2.2 23

Characterization of Antibiotic and Biocide Resistance Genes and Virulence Factors of Staphylococcus
Species Associated with Bovine Mastitis in Rwanda. Antibiotics, 2020, 9, 1.

Borderline resistance to oxacillin in Staphylococcus aureus after treatment with sub-lethal sodium

hypochlorite concentrations. Heliyon, 2020, 6, e€04070. 3.2 12

Comparison of two methods for cell count determination in the course of biocide susceptibility
testing. Veterinary Microbiology, 2020, 251, 108831.

Revisiting Brucellosis in Small Ruminants of Western Border Areas in Pakistan. Pathogens, 2020, 9,

929. 2.8 9

Studies on the role of IS1216E in the formation and dissemination of poxtA-carrying plasmids in an
Enterococcus faecium clade Al isolate. Journal of Antimicrobial Chemotherapy, 2020, 75, 3126-3130.

ChromIDA® CARBA Agar Fails to Detect Carbapenem-Resistant Enterobacteriaceae With Slightly Reduced
Susceptibility to Carbapenems. Frontiers in Microbiology, 2020, 11, 1678.

Identification of a novel optrA-harbouring transposon, Tn6823, in Staphylococcus aureus. Journal of
Antimicrobial Chemotherapy, 2020, 75, 3395-3397.

Mechanisms of Linezolid Resistance Among Enterococci of Clinical Origin in Spaind€”Detection of

optrA- and cfr(D)-Carrying E. faecalis. Microorganisms, 2020, 8, 1155. 3.6 28

Prevalence and Epidemiology of Multidrug-Resistant Pathogens in the Food Chain and the Urban

Environment in Northwestern Germany. Antibiotics, 2020, 9, 708.

Epidemiology and Associated Risk Factors for Brucellosis in Small Ruminants Kept at Institutional

Livestock Farms in Punjab, Pakistan. Frontiers in Veterinary Science, 2020, 7, 526. 2.2 14



74

76

78

80

82

84

86

88

90

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Antimicrobial Resistance and Virulence of Methicillin-Resistant Staphylococcus aureus from Human,

Chicken and Environmental Samples within Live Bird Markets in Three Nigerian Cities. Antibiotics, 2020,
9, 588.

Characterization of a Novel Hybrid Plasmid Coharboring <i>bla</i> <sub>KPC-2</sub> and
<i>gnrVC4«[i> in a Clinical Citrobacter freundii Strain. Antimicrobial Agents and Chemotherapy, 2020, 3.2 3
64, .

ResFinder 4.0 for predictions of phenotypes from genotypes. Journal of Antimicrobial Chemotherapy,
2020, 75, 3491-3500.

Genes on the Move: In Vitro Transduction of Antimicrobial Resistance Genes between Human and

Canine Staphylococcal Pathogens. Microorganisms, 2020, 8, 2031. 3.6 19

Two novel Isa(E)-carrying mobile genetic elements in Streptococcus suis. Journal of Antimicrobial
Chemotherapy, 2020, 75, 2689-2691.

Mobile oxazolidinone/phenicol resistance gene optrA in chicken Clostridium perfringens. Journal of

Antimicrobial Chemotherapy, 2020, 75, 3067-3069. 8.0 17

Detection of the enterococcal oxazolidinone/phenicol resistance gene optrA in Campylobacter coli.
Veterinary Microbiology, 2020, 246, 108731.

Farm animals and aquaculture: significant reservoirs of mobile colistin resistance genes.

Environmental Microbiology, 2020, 22, 2469-2484. 3.8 68

Identification of a novel conjugative mcr-8.2-bearing plasmid in an almost pan-resistant
hypermucoviscous Klebsiella pneumoniae ST11 isolate with enhanced virulence. Journal of
Antimicrobial Chemotherapy, 2020, 75, 2696-2699.

Biocide susceptibility testing of bacteria: Development of a broth microdilution method. Veterinary 19 97
Microbiology, 2020, 248, 108791. )

High-resolution characterisation of ESBL/pAmpC-producing Escherichia coli isolated from the broiler
production pyramid. Scientific Reports, 2020, 10, 11123.

Serological and Molecular Detection of Bovine Brucellosis at Institutional Livestock Farms in Punjab,

Pakistan. International Journal of Environmental Research and Public Health, 2020, 17, 1412. 2.6 18

Identification of the novel tigecycline resistance gene tet(X6) and its variants in Myroides,
Acinetobacter and Proteus of food animal origin. Journal of Antimicrobial Chemotherapy, 2020, 75,
1428-1431.

Coagulase-negative staphylococci carrying cfr and PVL genes, and MRSA/MSSA-CC398 in the swine farm

environment. Veterinary Microbiology, 2020, 243, 108631. 19 21

A novel multiresistance gene cluster located on a plasmid-borne transposon in Listeria
monocytogenes. Journal of Antimicrobial Chemotherapy, 2020, 75, 868-872.

OXA-181-Producing Extraintestinal Pathogenic Escherichia coli Sequence Type 410 Isolated from a Dog

in Portugal. Antimicrobial Agents and Chemotherapy, 2020, 64, . 3.2 22

Heterogeneity of antimicrobial susceptibility testing results for sulfamethoxazole[trimethoprim

obtained from clinical equine Staphylococcus aureus isolates using different methods. Veterinary
Microbiology, 2020, 242, 108600.

Characterization of a blaNDM-1-carrying IncHI5 plasmid from Enterobacter cloacae complex of

food-producing animal origin. Journal of Antimicrobial Chemotherapy, 2020, 75, 1140-1145. 3.0 20



92

94

96

98

100

102

104

106

108

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Reasons for antimicrobial treatment failures and predictive value of in-vitro susceptibility testing in

veterinary practice: An overview. Veterinary Microbiology, 2020, 245, 108694.

Molecular and phenotypic characterization of methicillin-resistant Staphylococcus pseudintermedius
from ocular surfaces of dogs and cats suffering from ophthalmological diseases. Veterinary 1.9 11
Microbiology, 2020, 244, 108687.

Emergence of the Phenicol Exporter Gene fexA in Campylobacter coli and Campylobacter jejuni of
Animal Origin. Antimicrobial Agents and Chemotherapy, 2020, 64, .

Multiple Copies of <i>bla</i> <sub>NDM-5</sub> Located on Conjugative Megaplasmids from Porcine

Escherichia coli Sequence Type 218 Isolates. Antimicrobial Agents and Chemotherapy, 2020, 64, . 3.2 8

A prophage and two ICESa2603-family integrative and conjugative elements (ICEs) carrying optrA in
Streptococcus suis. Journal of Antimicrobial Chemotherapy, 2019, 74, 2876-2879.

Inter-host Transmission of Carba?enemase-Producing <i>Escherichia coli</i> among Humans and 6.0 85

Backyard Animals. Environmental Health Perspectives, 2019, 127, 107009.

Analysis of combined resistance to oxazolidinones and phenicols among bacteria from dogs fed with
raw meat/vegetables and the respective food items. Scientific Reports, 2019, 9, 15500.

&lt;p&gt;Analysis of two pheromone-responsive conjugative multiresistance plasmids carrying the
novel mobile &lt;em&gt;optrA&lt;/em&gt; locus from &lt;em&gt;Enterococcus 2.7 26
faecalis&lt;lem&gt;&lt;[p&gt;. Infection and Drug Resistance, 2019, Volume 12, 2355-2362.

Molecular Characterization of Equine Staphylococcus aureus Isolates Exhibiting Reduced Oxacillin
Susceptibility. Toxins, 2019, 11, 535.

Applying definitions for multidrug resistance, extensive drug resistance and pandrug resistance to
clinically significant livestock and companion animal bacterial pathogensa€”authorsd€™ response. Journal 3.0 12
of Antimicrobial Chemotherapy, 2019, 74, 536-537.

Improved DNA extraction and purification with magnetic nanoparticles for the detection of
methicillin-resistant Staphylococcus aureus. Veterinary Microbiology, 2019, 230, 45-48.

Plasmid-located dfrA14 gene in Pasteurella multocida isolates from three different pig-producing

farms in Germany. Veterinary Microbiology, 2019, 230, 235-240. 1.9 5

Tn <i>6674<[i> Is a Novel Enterococcal <i>optrA<[i> -Carrying Multiresistance Transposon of the Tn
<i>554<[i> Family. Antimicrobial Agents and Chemotherapy, 2019, 63, .

Characterization of a blaIMP-4-carrying plasmid from Enterobacter cloacae of swine origin. Journal 2.0 25
of Antimicrobial Chemotherapy, 2019, 74, 1799-1806. :

Increased genetic diversity of methicillin-resistant Staphylococcus aureus (MRSA) isolated from
companion animals. Veterinary Microbiology, 2019, 235, 118-126.

Characterization of multiresistance gene cfr(C) variants in Campylobacter from China. Journal of 3.0 16
Antimicrobial Chemotherapy, 2019, 74, 2166-2170. :

A novel small tet(T)a€ “tet(L)a€“aadD-carrying plasmid from MRSA and MSSA ST9 isolates of swine origin.

Journal of Antimicrobial Chemotherapy, 2019, 74, 2462-2464.

Analysis of a poxtA- and optrA-co-carrying conjugative multiresistance plasmid from Enterococcus

faecalis. Journal of Antimicrobial Chemotherapy, 2019, 74, 1771-1775. 3.0 58



110

112

114

116

118

120

122

124

126

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Genetic characterization of an MDR|/virulence genomic element carrying two T6SS gene clusters in a

clinical Klebsiella pneumoniae isolate of swine origin. Journal of Antimicrobial Chemotherapy, 2019,
74,1539-1544.

Draft Genome Sequences of Three Porcine Streptococcus suis Isolates Which Differ in Their

Susceptibility to Penicillin. Microbiology Resource Announcements, 2019, 8, . 0-6 8

Genomic analysis of Staphylococcus aureus along a pork production chain and in the community,
Shandong Province, China. International Journal of Antimicrobial Agents, 2019, 54, 8-15.

Characterization of mecC gene-carrying coagulase-negative Staphylococcus spp. isolated from

various animals. Veterinary Microbiology, 2019, 230, 138-144. 1.9 38

Characterization of a Multidrug-Resistant Porcine Klebsiella pneumoniae Sequence Type 11 Strain
Coharboring <i>bla</i> <sub>KPC-2<[sub> and <i>fosA3<[i> on Two Novel Hybrid Plasmids. MSphere,
2019, 4, .

Serological and Molecular Investigation of Brucella Species in Dogs in Pakistan. Pathogens, 2019, 8, 0.8 23
294. ’

Faecal carriage of optrA-positive enterococci in asymptomatic healthy humans in Hangzhou, China.
Clinical Microbiology and Infection, 2019, 25, 630.e1-630.e6.

Plasmid-located extended-spectrum <b>12<|b>-lactamase gene <i>bla<[i>ROB-2 in <i>Mannheimia

haemolytica</i>. Journal of Antimicrobial Chemotherapy, 2019, 74, 851-853. 3.0 13

Novel pseudo-staphylococcal cassette chromosome <i>mec<[i> element (itSCC<i>mec<[i>T55) in MRSA
ST9. Journal of Antimicrobial Chemotherapy, 2019, 74, 819-820.

Acinetobacter species in laboratory mice: species survey and antimicrobial resistance. Laboratory 10 1
Animals, 2019, 53, 470-477. :

A Core Genome Multilocus Sequence Typing Scheme for Enterococcus faecalis. Journal of Clinical
Microbiology, 2019, 57, .

Genetic environment of colistin resistance genes mcr-1 and mcr-3 in Escherichia coli from one pig 19 36
farm in China. Veterinary Microbiology, 2019, 230, 56-61. )

Comparing Cathelicidin Susceptibility of the Meningitis Pathogens Streptococcus suis and Escherichia
coli in Culture Medium in Contrast to Porcine or Human Cerebrospinal Fluid. Frontiers in
Microbiology, 2019, 10, 2911.

Occurrence of the mobile colistin resistance gene mer-3 in Escherichia coli from household pigs in

rural areas. Journal of Antimicrobial Chemotherapy, 2018, 73, 1721-1723. 3.0 9

Applying definitions for multidrug resistance, extensive drug resistance and pandrug resistance to
clinically significant livestock and companion animal bacterial pathogens. Journal of Antimicrobial
Chemotherapy, 2018, 73, 1460-1463.

Occurrence and characterisation of ESBL-encoding plasmids among Escherichia coli isolates from

fresh vegetables. Veterinary Microbiology, 2018, 219, 63-69. 1.9 a4

Antimicrobial susceptibility and genetic relatedness of respiratory tract pathogens in weaner pigs

over a 12-month period. Veterinary Microbiology, 2018, 219, 165-170.

Carbapenem-resistant Enterobacteriaceae in wildlife, food-producing, and companion animals: a

systematic review. Clinical Microbiology and Infection, 2018, 24, 1241-1250. 6.0 231



128

130

132

134

136

138

140

142

144

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Diversity of methicillin-resistant Staphylococcus aureus (MRSA) isolated from Austrian ruminants

and New World camelids. Veterinary Microbiology, 2018, 215, 77-82.

Identification of novel variants of the colistin resistance gene mcr-3 in Aeromonas spp. from the
national resistance monitoring programme GERM-Vet and from diagnostic submissions. Journal of 3.0 55
Antimicrobial Chemotherapy, 2018, 73, 1217-1221.

Mechanisms of Bacterial Resistance to Antimicrobial Agents. Microbiology Spectrum, 2018, 6, .

Presence and molecular characteristics of oxazolidinone resistance in staphylococci from

household animals in rural China. Journal of Antimicrobial Chemotherapy, 2018, 73, 1194-1200. 3.0 32

Variability of SCCmec elements in livestock-associated CC398 MRSA. Veterinary Microbiology, 2018, 217,
36-46.

Antimicrobial usage and presence of extended-spectrum {2-lactamase-producing Enterobacteriaceae in
animal-rearing households of selected rural and peri-urban communities. Veterinary Microbiology, 1.9 24
2018, 218, 31-39.

Phenotypic and genotypic characteristics of Staphylococcus aureus isolates from zoo and wild
animals. Veterinary Microbiology, 2018, 218, 98-103.

Intracellular Accumulation of Linezolid and Florfenicol in OptrA-Producing Enterococcus faecalis

and Staphylococcus aureus. Molecules, 2018, 23, 3195. 3.8 15

Small Antimicrobial Resistance Plasmids in Livestock-Associated Methicillin-Resistant Staphylococcus
aureus CC398. Frontiers in Microbiology, 2018, 9, 2063.

Molecular Analysis of Two Different MRSA Clones ST188 and ST3268 From Primates (Macaca spp.) in a

United States Primate Center. Frontiers in Microbiology, 2018, 9, 2199. 3.5 19

Mechanisms of Bacterial Resistance to Antimicrobial Agents. , 2018, , 51-82.

Antimicrobial Susceptibility Testing of Bacteria of Veterinary Origin., 2018, , 17-32. 4

Antimicrobial Resistance in Corynebacterium spp., Arcanobacterium spp., and Trueperella pyogenes. ,
2018, , 395-408.

Mobile macrolide resistance genes in staphylococci. Plasmid, 2018, 99, 2-10. 1.4 42

Prevalence and Genetic Analysis of <i>mcr-3<[i> -Positive Aeromonas Species from Humans, Retail Meat,
and Environmental Water Samples. Antimicrobial Agents and Chemotherapy, 2018, 62, .

Mobile lincosamide resistance genes in staphylococci. Plasmid, 2018, 99, 22-31. 1.4 29

Antimicrobial Resistance in <i>Pasteurellaceae</i> of Veterinary Origin. Microbiology Spectrum, 2018,

6,.

Association of farm-related factors with characteristics profiles of extended-spectrum i2-lactamase- |
plasmid-mediated AmpC [2-lactamase-producing Escherichia coli isolates from German livestock farms. 1.9 19
Veterinary Microbiology, 2018, 223, 93-99.



146

148

150

152

154

156

158

160

162

10

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Antibacterial Activity and Mechanism of Action of Aspidinol Against Multi-Drug-Resistant

Methicillin-Resistant Staphylococcus aureus. Frontiers in Pharmacology, 2018, 9, 619.

Development and evaluation of a broth macrodilution method to determine the biocide susceptibility

of bacteria. Veterinary Microbiology, 2018, 223, 59-64. 19 20

Antimicrobial Resistance in<i>Escherichia coli</i>. Microbiology Spectrum, 2018, 6, .

Antimicrobial Resistance among Staphylococci of Animal Origin. Microbiology Spectrum, 2018, 6, . 3.0 41

Proposal for assignment of allele numbers for mobile colistin resistance (mcr) genes. Journal of
Antimicrobial Chemotherapy, 2018, 73, 2625-2630.

Antimicrobial Resistance in Bordetella bronchiseptica. Microbiology Spectrum, 2018, 6, . 3.0 20

Whole genome analyses of CMY-2-producing Escherichia coli isolates from humans, animals and food
in Germany. BMC Genomics, 2018, 19, 601.

Methicillin-resistant Staphylococcus aureus (MRSA) and methicillin-resistant Staphylococcus
pseudintermedius (MRSP) among employees and in the environment of a small animal hospital. 1.9 41
Veterinary Microbiology, 2018, 221, 153-158.

Occurrence and molecular composition of methicillin-resistant Staphylococcus aureus isolated
from ocular surfaces of horses presented with ophthalmologic disease. Veterinary Microbiology,
2018, 222, 1-6.

Effects of SecDF on the antimicrobial functions of cathelicidins against Staphylococcus aureus.

Veterinary Microbiology, 2017, 200, 52-58. 1.9 8

Occurrence of cfr-mediated multiresistance in staphylococci from veal calves and pigs, from humans
at the corresponding farms, and from veterinarians and their family members. Veterinary
Microbiology, 2017, 200, 88-94.

Antibiotic resistance profiles of coagulase-negative staphylococci in livestock environments.

Veterinary Microbiology, 2017, 200, 79-87. 19 55

ProEosaI for agar disk diffusion interpretive criteria for susceptibility testing of bovine mastitis
pathogens using cefoperazone 30l%g disks. Veterinary Microbiology, 2017, 200, 65-70.

Comprehensive resistome analysis reveals the prevalence of NDM and MCR-1 in Chinese poultry

production. Nature Microbiology, 2017, 2, 16260. 13.3 347

Characterization of pig-associated methicillin-resistant Staphylococcus aureus. Veterinary
Microbiology, 2017, 201, 183-187.

Testing cathelicidin susceptibility of bacterial mastitis isolates: Technical challenges and data output

for clinical isolates. Veterinary Microbiology, 2017, 210, 107-115. 1.9 8

Distribution of optrA and cfr in florfenicol-resistant Staphylococcus sciuri of pig origin. Veterinary

Microbiology, 2017, 210, 43-48.

Antimicrobial susceptibility testing of Arcobacter butzleri: development and application of a new

protocol for broth microdilution. Journal of Antimicrobial Chemotherapy, 2017, 72, 2769-2774. 3.0 19



164

166

168

170

172

174

176

178

180

11

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Antimicrobial Resistance in <i>Corynebacterium</[i> spp., <i>Arcanobacterium</[i> spp., and

<i>Trueperella pyogenes</i>. Microbiology Spectrum, 2017, 5, .

Plasmids of Diverse Inc Groups Disseminate the Fosfomycin Resistance Gene <i>fosA3</i> among
Escherichia coli Isolates from Pigs, Chickens, and Dairy Cows in Northeast China. Antimicrobial 3.2 38
Agents and Chemotherapy, 2017, 61, .

Resistance gene naming and numbering: is it a new gene or not?a€”authors’ response. Journal of
Antimicrobial Chemotherapy, 2017, 72, 635.1-635.

Development of a nucleic acid lateral flow immunoassay (NALFIA) for reliable, simple and rapid
detection of the methicillin resistance genes mecA and mecC. Veterinary Microbiology, 2017, 200, 1.9 20
101-106.

Detection of plasmid-borne extended-spectrum 12-lactamase (ESBL) genes in Escherichia coli isolates
from bovine mastitis. Veterinary Microbiology, 2017, 200, 151-156.

Bacterial resistance to antimicrobial agents and its impact on veterinary and human medicine.

Veterinary Dermatology, 2017, 28, 82. 12 74

Complete sequence of a plasmid from a bovine methicillin-resistant Staphylococcus aureus
harbouring a novel ica-like gene cluster in addition to antimicrobial and heavy metal resistance genes.
Veterinary Microbiology, 2017, 200, 95-100.

Antimicrobial resistance at the interface of human and veterinary medicine. Veterinary Microbiology,

2017, 200, 1-5. 1.9 11

Extended-spectrum 12-lactamase (ESBL)-producing Escherichia coli isolates collected from diseased
food-producing animals in the GERM-Vet monitoring program 20083€“2014. Veterinary Microbiology,
2017, 200, 142-150.

<i>mer-1<[i> in <i>Enterobacteriaceae</i> from Companion Animals, Beijing, China, 20123€“2016. Emerging 43 48
Infectious Diseases, 2017, 23, 710-711. :

Detection and Genetic Environment of Pleuromutilin-Lincosamide-Streptogramin A Resistance Genes in
Staphylococci Isolated from Pets. Frontiers in Microbiology, 2017, 8, 234.

Characterization of Streptococcus pneumoniae isolates from Austrian companion animals and

horses. Acta Veterinaria Scandinavica, 2017, 59, 79. 1.6 3

Characterization of ESBL- and AmpC-Producing and Fluoroquinolone-Resistant Enterobacteriaceae
Isolated from Mouflons (Ovis orientalis musimon) in Austria and Germany. PLoS ONE, 2016, 11, e0155786.

Tetracycline and Phenicol Resistance Genes and Mechanisms: Importance for Agriculture, the

Environment, and Humans. Journal of Environmental Quality, 2016, 45, 576-592. 2.0 144

In vitro activity of human and animal cathelicidins against livestock-associated methicillin-resistant
Staphylococcus aureus. Veterinary Microbiology, 2016, 194, 107-111.

Co-location of the oxazolidinone resistance genes<i>optrA</i>and<i>cfr<[i>on a multiresistance

plasmid from«<i>Staphylococcus sciuri</i>. Journal of Antimicrobial Chemotherapy, 2016, 71, 1474-1478. 3.0 13

Resistance gene naming and numbering: is it a new gene or not?a€”authors' response. Journal of

Antimicrobial Chemotherapy, 2016, 71, 1743.2-1743.

Acquisition of the fexA and cfr genes in Staphylococcus pseudintermedius during florfenicol

treatment of canine pyoderma. Journal of Global Antimicrobial Resistance, 2016, 7, 126-127. 2.2 12



182

184

186

188

190

192

194

196

198

12

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Presence of the <i>optrA<[i> Gene in Methicillin-Resistant Staphylococcus sciuri of Porcine Origin.

Antimicrobial Agents and Chemotherapy, 2016, 60, 7200-7205.

High detection rate of the oxazolidinone resistance gene optrA in Enterococcus faecalis isolated
from a Chinese anorectal surgery ward. International Journal of Antimicrobial Agents, 2016, 48, 2.5 23
757-759.

Evidence for Human Adaptation and Foodborne Transmission of Livestock-Associated
Methicillin-Resistant<i>Staphylococcus aureus</i>: Table 1.. Clinical Infectious Diseases, 2016, 63,
1349-1352.

Lincosamides, Streptogramins, Phenicols, and Pleuromutilins: Mode of Action and Mechanisms of

Resistance. Cold Spring Harbor Perspectives in Medicine, 2016, 6, a027037. 6.2 79

Resistance gene naming and numbering: is it a new gene or not?a€”authors' response. Journal of
Antimicrobial Chemotherapy, 2016, 71, 2678-2678.

Molecular basis of rifampicin resistance in multiresistant porcine livestock-associated MRSA: TableA1l.. 3.0 14
Journal of Antimicrobial Chemotherapy, 2016, 71, 3313-3315. :

Transferable resistance to colistin: a new but old threat: TableAl.. Journal of Antimicrobial
Chemotherapy, 2016, 71, 2066-2070.

Colistin resistance gene mcr-1 in extended-spectrum 2-lactamase-producing and
carbapenemase-producing Gram-negative bacteria in Germany. Lancet Infectious Diseases, The, 2016, 16, 9.1 271
282-283.

Emergence of Antimicrobial-Resistant<i>Escherichia coli</i>of Animal Origin Spreading in Humans.
Molecular Biology and Evolution, 2016, 33, 898-914.

Resistance gene naming and numbering: is it a new gene or not?. Journal of Antimicrobial 3.0 57
Chemotherapy, 2016, 71, 569-571. ’

First Report of <i>cfr<[i> -Carrying Plasmids in the Pandemic Sequence Type 22 Methicillin-Resistant
Staphylococcus aureus Staphylococcal Cassette Chromosome <i>mec</i> Type IV Clone. Antimicrobial
Agents and Chemotherapy, 2016, 60, 3007-3015.

Genetic environment of the transferable oxazolidinone/phenicol resistance
gene<i>optrA</i>in<i>Enterococcus faecalis</i>isolates of human and animal origin. Journal of 3.0 134
Antimicrobial Chemotherapy, 2016, 71, 1466-1473.

Characterization of acfr-Carrying Plasmid from Porcine Escherichia coli That Closely Resembles
Plasmid pEA3 from the Plant Pathogen Erwinia amylovora. Antimicrobial Agents and Chemotherapy,
2016, 60, 658-661.

Biofilm Morphotylzl)es and Population Structure among Staphylococcus epidermidis from Commensal 05 49
and Clinical Samples. PLoS ONE, 2016, 11, e0151240. :

Identification of Multiresistance Genecfrin Methicillin-Resistant Staphylococcus aureus from Pigs:
Plasmid Location and Integration into a Staphylococcal Cassette ChromosomemecComplex.
Antimicrobial Agents and Chemotherapy, 2015, 59, 3641-3644.

A novel gene, <i>optrA<[i>, that confers transferable resistance to oxazolidinones and phenicols and
its presence in <i>Enterococcus faecalis</i> and <i>Enterococcus faecium</i> of human and animal 3.0 450
origin. Journal of Antimicrobial Chemotherapy, 2015, 70, 2182-2190.

Novel Conjugative Plasmid from Escherichia coli of Swine Origin That Coharbors the Multiresistance

Gene <i>cfr<[i> and the Extended-Spectrum-I2-Lactamase Gene <i>bla<[i> <sub>CTX-M-14b</[sub>.
Antimicrobial Agents and Chemotherapy, 2015, 59, 1337-1340.

Detection of the macrolide-lincosamide-streptogramin B resistance gene<i>ermc<[i>(44) and a
novel<i>erm<[i>(44) variant in staphylococci from aquatic environments. FEMS Microbiology Ecology, 2.7 14
2015, 91, fiv090.



200

202

204

206

208

210

212

214

216

13

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Characterization of Epidemic Incl1-i3 Plasmids Harboring Ambler Class A and C Genes in Escherichia coli

and Salmonella enterica from Animals and Humans. Antimicrobial Agents and Chemotherapy, 2015, 59,
5357-5365.

Clonal diversity, virulence patterns and antimicrobial and biocide susceptibility among human, animal 2.0 39
and environmental MRSA in Portugal. Journal of Antimicrobial Chemotherapy, 2015, 70, 2483-2487. :
Identification of ABC transporter genes conferring combined

pleuromutilind€“lincosamidea€“streptogramin A resistance in bovine methicillin-resistant

Staphylococcus aureus and coagulase-negative staphylococci. Veterinary Microbiology, 2015, 177,

Direct Repeat Unit ( <i>dru</i> ) Typing of Methicillin-Resistant Staphylococcus pseudintermedius

from Dogs and Cats. Journal of Clinical Microbiology, 2015, 53, 3760-3765. 3.9 18

Enterococcal isolates carrying the novel oxazolidinone resistance gene optrA from hospitals in
Zhejiang, Guangdong, and Henan, China, 20104€“2014. Clinical Microbiology and Infection, 2015, 21,
1095.e1-1095.e4.

Novel Plasmid-Borne Multidrug Resistance Gene Cluster Including <i>lsa</i> (E) from a
Linezolid-Resistant Enterococcus faecium Isolate of Swine Origin. Antimicrobial Agents and 3.2 25
Chemotherapy, 2015, 59, 7113-7116.

Multidrug resistance genes in staphylococci from animals that confer resistance to critically and
highly important antimicrobial agents in human medicine. Trends in Microbiology, 2015, 23, 44-54.

Analysis and comparative genomics of ICEMh1, a novel integrative and conjugative element (ICE) of

Mannheimia haemolytica. Journal of Antimicrobial Chemotherapy, 2015, 70, 93-97. 3.0 59

Evidence of Evolving Extraintestinal EnteroaggregativeEscherichia coliST38 Clone. Emerging
Infectious Diseases, 2014, 20, 1935-1937.

Identification of the novel spectinomycin resistance gene spd in a different plasmid background
among methicillin-resistant Staphylococcus aureus CC398 and methicillin-susceptible S. aureus ST433. 3.0 18
Journal of Antimicrobial Chemotherapy, 2014, 69, 2000-2003.

Enterococcal multiresistance gene cluster in methicillin-resistant Staphylococcus aureus from
various origins and geographical locations. Journal of Antimicrobial Chemotherapy, 2014, 69,
2573-2575.

Identification of the Novel Lincosamide Resistance Gene <i>Inu</i> (E) Truncated by ISEnfa5-cfr-IS
<i>Enfa5«<[i> Insertion in Streptococcus suis: <i>De Novo<[i> Synthesis and Confirmation of
Functional Activity in Staphylococcus aureus. Antimicrobial Agents and Chemotherapy, 2014, 58,

3.2 26

The ecological importance of the Staphylococcus sciuri species group as a reservoir for resistance
and virulence genes. Veterinary Microbiology, 2014, 171, 342-356.

Genetic environment of the multi-resistance gene cfr in methicillin-resistant coagulase-negative
staphylococci from chickens, ducks, and pigs in China. International Journal of Medical Microbiology, 3.6 36
2014, 304, 257-261.

Identification of a novel vga(E) gene variant that confers resistance to pleuromutilins, lincosamides
and streptogramin A antibiotics in staphylococci of porcine origin. Journal of Antimicrobial
Chemotherapy, 2014, 69, 919-923.

Cfr-mediated linezolid resistance in methicillin-resistant Staphylococcus aureus and Staphylococcus
haemolyticus associated with clinical infections in humans: two case reports. Journal of 3.0 31
Antimicrobial Chemotherapy, 2014, 69, 268-270.

Complete sequence of a multiresistance plasmid from a methicillin-resistant Staphylococcus

epidermidis ST5 isolated in a small animal clinic. Journal of Antimicrobial Chemotherapy, 2014, 69,
847-859.

Investigation of a multiresistance gene cfr that fails to mediate resistance to phenicols and

oxazolidinones in Enterococcus faecalis. Journal of Antimicrobial Chemotherapy, 2014, 69, 892-898. 3.0 6



218

220

222

224

226

228

230

232

234

14

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Characterization of the IncA/C plasmid pSCEC2 from Escherichia coli of swine origin that harbours

the multiresistance gene cfr. Journal of Antimicrobial Chemotherapy, 2014, 69, 385-389.

Subgrouping of ESBL-producing Escherichia coli from animal and human sources: An approach to
quantify the distribution of ESBL types between different reservoirs. International Journal of Medical 3.6 119
Microbiology, 2014, 304, 805-816.

Pheno- and genotypic analysis of antimicrobial resistance properties of Yersinia ruckeri from fish.
Veterinary Microbiology, 2014, 171, 406-412.

Two different erm(C)-carrying plasmids in the same methicillin-resistant Staphylococcus aureus

CC398 isolate from a broiler farm. Veterinary Microbiology, 2014, 171, 382-387. 1.9 16

Plasmid-Mediated Antimicrobial Resistance in Staphylococci and Other <i>Firmicutes</i>.
Microbiology Spectrum, 2014, 2, .

The impact of zoonotic MRSA colonization and infection in Germany. Berliner Und Munchener

Tierarztliche Wochenschrift, 2014, 127, 384-98. 0.7 40

Multidrug resistance gene cfr in methicillin-resistant coagulase-negative staphylococci from
chickens, ducks, and pigs in China. International Journal of Medical Microbiology, 2013, 303, 84-87.

The diversity of antimicrobial resistance genes among staphylococci of animal origin. International

Journal of Medical Microbiology, 2013, 303, 338-349. 3.6 104

Harmonization of antimicrobial susceptibility testing by broth microdilution for Rhodococcus equi
of animal origin. Journal of Antimicrobial Chemotherapy, 2013, 68, 2173-2175.

The enterococcal ABC transporter gene Isa(E) confers combined resistance to lincosamides,
pleuromutilins and streptogramin A antibiotics in methicillin-susceptible and methicillin-resistant 3.0 80
Staphylococcus aureus. Journal of Antimicrobial Chemotherapy, 2013, 68, 473-475.

Complete sequence of the multi-resistance plasmid pV7037 from a porcine methicillin-resistant
Staphylococcus aureus. Veterinary Microbiology, 2013, 166, 650-654.

Genotyping of Staphylococcus aureus isolates from diseased poultry. Veterinary Microbiology, 2013,

162, 806-812. 1.9 80

A Novel FexA Variant from a Canine Staphylococcus pseudintermedius Isolate That Does Not Confer
Florfenicol Resistance. Antimicrobial Agents and Chemotherapy, 2013, 57, 5763-5766.

First Report of the Multiresistance Gene <i>cfr<[i> in Streptococcus suis. Antimicrobial Agents and 3.9 -
Chemotherapy, 2013, 57, 4061-4063. :

Analysis of a novel erm(T)- and cadDX-carrying plasmid from methicillin-susceptible Staphylococcus
aureus ST398-t571 of human origin. Journal of Antimicrobial Chemotherapy, 2013, 68, 471-473.

Novel <i>erm«<[i> (T)-Carrying Multiresistance Plasmids from Porcine and Human Isolates of
Methicillin-Resistant Staphylococcus aureus ST398 That Also Harbor Cadmium and Copper Resistance 3.2 83
Determinants. Antimicrobial Agents and Chemotherapy, 2013, 57, 3275-3282.

Transferable Multiresistance Plasmids Carrying <i>cfr<[i> in Enterococcus spp. from Swine and Farm

Environment. Antimicrobial Agents and Chemotherapy, 2013, 57, 42-48.

Resistance phenotypes and genotypes of methicillin-resistant Staphylococcus aureus isolates from
broiler chickens at slaughter and abattoir workers. Journal of Antimicrobial Chemotherapy, 2013, 68, 3.0 52
2458-2463.



236

238

240

242

244

246

248

250

252

15

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Identification of the novel spectinomycin resistance gene spw in methicillin-resistant and

methicillin-susceptible Staphylococcus aureus of human and animal origin. Journal of Antimicrobial
Chemotherapy, 2013, 68, 1679-1680.

Chromosomal integration of the novel plasmid pUR3912 from methicillin-susceptible Staphylococcus

aureus ST398 of human origin. Clinical Microbiology and Infection, 2013, 19, E519-E522. 6.0 13

Detection and new genetic environment of the pleuromutilin-lincosamide-streptogramin A resistance
gene Isa(E) in methicillin-resistant Staphylococcus aureus of swine origin. Journal of Antimicrobial
Chemotherapy, 2013, 68, 1251-1255.

The Genetic Environment of the <i>cfr<[i> Gene and the Presence of Other Mechanisms Account for
the Very High Linezolid Resistance of Staphylococcus epidermidis Isolate 426-3147L. Antimicrobial 3.2 36
Agents and Chemotherapy, 2013, 57, 1173-1179.

Presence and dissemination of the multiresistance gene cfr in Gram-positive and Gram-negative
bacteria. Journal of Antimicrobial Chemotherapy, 2013, 68, 1697-1706.

Dissemination of a pSCFS3-Like <i>cfr<[i> -Carrying Plasmid in Staphylococcus aureus and
St:ép Klococcus epidermidis Clinical Isolates Recovered from Hospitals in Ohio. Antimicrobial Agents 3.2 40
Chemotherapy, 2013, 57, 2923-2928.

Cfr-Mediated Linezolid-Resistance among Methicillin-Resistant Coagulase-Negative Staphylococci from
Infections of Humans. PLoS ONE, 2013, 8, e57096.

Comparative Analysis of ESBL-Positive Escherichia coli Isolates from Animals and Humans from the UK,

The Netherlands and Germany. PLoS ONE, 2013, 8, ¢75392. 2.5 106

Methicillin-resistant Sta?hylococcus aureus ST9 from a case of bovine mastitis carries the genes cfr
and erm(A) on a small plasmid. Journal of Antimicrobial Chemotherapy, 2012, 67, 1287-1289.

Detection of the staphylococcal multiresistance gene cfr in Escherichia coli of domestic-animal

origin. Journal of Antimicrobial Chemotherapy, 2012, 67, 1094-1098. 3.0 62

Detection of the novel vga(E) gene in methicillin-resistant Staphylococcus aureus CC398 isolates
from cattle and poultry. Journal of Antimicrobial Chemotherapy, 2012, 67, 503-504.

Distribution of the Multidrug Resistance Gene <i>cfr</i> in Staphylococcus Species Isolates from

Swine Farms in China. Antimicrobial Agents and Chemotherapy, 2012, 56, 1485-1490. 3.2 88

Staphylococcus aureus CC398: Host Adaptation and Emergence of Methicillin Resistance in Livestock.
MBio, 2012, 3, .

First Report of the Multidrug Resistance Genecfrin Enterococcus faecalis of Animal Origin.

Antimicrobial Agents and Chemotherapy, 2012, 56, 1650-1654. 3.2 118

ICEPmul, an integrative conjugative element (ICE) of Pasteurella multocida: analysis of the regions
that comprise 12 antimicrobial resistance genes. Journal of Antimicrobial Chemotherapy, 2012, 67,
84-90.

First Detection of the Staphylococcal Trimethoprim Resistance Gene«<i>dfrK</i>and
the<i>dfrK<[i>-Carrying Transposon Tn<i>559</i>in Enterococci. Microbial Drug Resistance, 2012, 18, 2.0 30
13-18.

A novel Ehenicol exporter gene, fexB, found in enterococci of animal origin. Journal of Antimicrobial
erapy, 2012, 67, 322-325.

Chemot

Target gene mutations among methicillin-resistant Staphylococcus aureus and methicillin-susceptible
S. aureus with elevated MICs of enrofloxacin obtained from diseased food-producing animals or food 3.0 17
of animal origin. Journal of Antimicrobial Chemotherapy, 2012, 67, 1791-1793.



254

256

258

260

262

264

266

268

270

16

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Co-location of the multiresistance gene cfr and the novel streptochin resistance gene aadY on a

small plasmid in a porcine Bacillus strain. Journal of Antimicrobial Chemotherapy, 2012, 67, 1547-1549.

Detection of the staphylococcal multiresistance gene cfr in Macrococcus caseolyticus and

Jeotgalicoccus pinnipedialis. Journal of Antimicro%ial Chemotherapy, 2012, 67, 1824-1827. 3.0 43

Characterization of methicillin-resistant Staphylococcus aureus CC398 obtained from humans and
animals on dairy farms. Veterinary Microbiology, 2012, 160, 77-84.

Improved identification including MALDI-TOF mass spectrometry analysis of group D streptococci
from bovine mastitis and subsequent molecular characterization of corresponding Enterococcus 1.9 44
faecalis and Enterococcus faecium isolates. Veterinary Microbiology, 2012, 160, 162-169.

ICEPmul, an integrative conjugative element (ICE) of Pasteurella multocida: structure and transfer.
Journal of Antimicrobial Chemotherapy, 2012, 67, 91-100.

Antimicrobial resistance of <i>Staphylococcus pseudintermedius</i>. Veterinary Dermatology, 2012,

23, 276. 1.2 67

Methicillin-susceptible Staphylococcus aureus ST398-t571 harbouring the
macrolide-lincosamide-streptogramin B resistance gene erm(T) in Belgian hospitals. Journal of
Antimicrobial Chemotherapy, 2011, 66, 2455-2459.

A Field Guide to Pandemic, Epidemic and Sporadic Clones of Methicillin-Resistant Staphylococcus 05 734
aureus. PLoS ONE, 2011, 6, €17936. )

Plasmida€mediated resistance to protein biosynthesis inhibitors in staphylococci. Annals of the New
York Academy of Sciences, 2011, 1241, 82-103.

Methicillin-resistant Staphylococcus pseudintermedius among dogs admitted to a small animal

hospital. Veterinary Microbiology, 2011, 150, 191-197. 1.9 o8

Trimethoprim resistance in a porcine Pasteurella aerogenes isolate is based on a dfrAl gene cassette
located in a partially truncated class 2 integron. Journal of Antimicrobial Chemotherapy, 2011, 66,
450-452.

Detection of the staphylococcal multiresistance gene cfr in Proteus vulgaris of food animal origin.

Journal of Antimicrobial Chemotherapy, 2011, 66, 2521-2526. 3.0 64

Characterization of Methicillin-Resistant Staphylococcus aureus Isolates from Food and Food
Products of Poultry Origin in Germany. Applied and Environmental Microbiology, 2011, 77, 7151-7157.

Novel AEramycin Resistance Gene <i>apmA«</i> in Bovine and Porcine Methicillin-Resistant

<i>Staphylococcus aureus<[i> ST398 Isolates. Antimicrobial Agents and Chemotherapy, 2011, 55, 373-375. 3.2 52

Assessing the antimicrobial susceptibility of bacteria obtained from animals. Veterinary Microbiology,
2010, 141, 1-4.

Macrolide resistance in Staphylococcus spp. from free-living small mammals. Veterinary 19 15
Microbiology, 2010, 144, 530-531. )

Identification of a Plasmid-Borne Resistance Gene Cluster Comprising the Resistance Genes <i>erm«</i

(T), <i>dfrK<[i> , and <i>tet<[i> (L) in a Porcine Methicillin-Resistant <i>Staphylococcus aureus</i>
ST398 Strain. Antimicrobial Agents and Chemotherapy, 2010, 54, 915-918.

Identification and Characterization of the Multidrug Resistance Gene <i>cfr</[i> in a Panton-Valentine
Leukocidin-Positive Sequence T}g)e 8 Methicillin-Resistant <i>Staphylococcus aureus</i> IVa (USA300) 3.2 91
Isolate. Antimicrobial Agents and Chemotherapy, 2010, 54, 4978-4984.



272

274

276

278

280

282

284

286

288

17

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Novel Florfenicol and Chloramphenicol Resistance Gene Discovered in Alaskan Soil by Using

Functional Metagenomics. Applied and Environmental Microbiology, 2010, 76, 5321-5326.

Editorial: Assessing the antimicrobial susceptibility of bacteria obtained from animals. Journal of

Antimicrobial Chemotherapy, 2010, 65, 601-604. 3.0 300

Clonal spread of methicillin-resistant Staphylococcus pseudintermedius in Europe and North America:
an international multicentre study. Journal of Antimicrobial Chemotherapy, 2010, 65, 1145-1154.

Characterization of methicillin-resistant Staphylococcus aureus ST398 from cases of bovine mastitis.

Journal of Antimicrobial Chemotherapy, 2010, 65, 619-625. 3.0 251

Molecular analysis of methicillin-resistant Staphylococcus pseudintermedius of feline origin from
different European countries and North America. Journal of Antimicrobial Chemotherapy, 2010, 65,
1826-1828.

Small plasmids carrying vga(A) or vga(C) genes mediate resistance to lincosamides, pleuromutilins and
streptogramin A antibiotics in methicillin-resistant Staphylococcus aureus ST398 from swine. Journal 3.0 60
of Antimicrobial Chemotherapy, 2010, 65, 2692-2693.

Novel ABC Transporter Gene, <i>vga<[i> (C), Located on a Multiresistance Plasmid from a Porcine
Methicillin-Resistant <i>Staphylococcus aureus</i> ST398 Strain. Antimicrobial Agents and
Chemotherapy, 2009, 53, 3589-3591.

Diversity of antimicrobial resistance pheno- and genotypes of methicillin-resistant Staphylococcus

aureus ST398 from diseased swine. Journal of Antimicrobial Chemotherapy, 2009, 64, 1156-1164. 3.0 146

Transmission of methicillin-resistant Staphylococcus aureus strains between humans and dogs: two
case reports. Journal of Antimicrobial Chemotherapy, 2009, 64, 660-662.

Molecular analysis of florfenicol-resistant Pasteurella multocida isolates in Germany. Journal of 3.0 39
Antimicrobial Chemotherapy, 2008, 62, 951-955. :

Streptomycin and Chloramphenicol Resistance Genes inEscherichia colilsolates from Cattle, Pigs, and
Chicken in Kenya. Microbial Drug Resistance, 2007, 13, 62-68.

IS 21-558 Insertion Sequences Are Involved in the Mobility of the Multiresistance Gene cfr.

Antimicrobial Agents and Chemotherapy, 2007, 51, 483-487. 3.2 1

Aminoglycoside Resistance in Members of the<i>Staphylococcus sciuri</[i>Group. Microbial Drug
Resistance, 2007, 13, 77-84.

Identification and characterization of nine novel types of small staphylococcal plasmids carrying the
lincosamide nucleotidyltransferase gene Inu(A). Journal of Antimicrobial Chemotherapy, 2007, 59, 3.0 66
600-606.

Studies on the mechanisms of 12-lactam resistance in Bordetella bronchiseptica. Journal of
Antimicrobial Chemotherapy, 2007, 59, 396-402.

Complete nucleotide sequence of a small qnrS1-carrying plasmid from Salmonella enterica subsp.

enterica Typhimurium DT193. Journal of Antimicrobial Chemotherapy, 2007, 60, 903-905. 3.0 44

Tetracycline resistance and distribution of tet genes in members of the Staphylococcus sciuri group

isolated from humans, animals and different environmental sources. International Journal of
Antimicrobial Agents, 2007, 29, 356-358.

Molecular basis of resistance to macrolides and lincosamides among staphylococci and streptococci
from various animal sources collected in the resistance monitoring program BfT-GermVet. 2.5 63
International Journal of Antimicrobial Agents, 2007, 29, 528-535.



290

292

294

296

298

300

302

304

306

18

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Antimicrobial susceptibility of coagulase-positive and coagulase-variable Staphylococci from various

indications of swine, dogs and cats as determined in the BfT-GermVet monitoring program 2004-2006.
Berliner Und Munchener Tierarztliche Wochenschrift, 2007, 120, 372-9.

Antimicrobial susceptibility of Escherichia coli from swine, horses, dogs and cats as determined in the
BfT-GermVet monitoring program 2004-2006. Berliner Und Munchener Tierarztliche Wochenschrift, 0.7 26
2007, 120, 391-401.

Antimicrobial susceptibility of Pseudomonas aeruginosa from dogs and cats as well as
Arcanobacterium pyogenes from cattle and swine as determined in the BfT-GermVet monitoring
program 2004-2006. Berliner Und Munchener Tierarztliche Wochenschrift, 2007, 120, 412-22.

Characterization of a novel type of MLSB resistance plasmid from Staphylococcus saprophyticus

carrying a constitutively expressed erm(C) gene. Veterinary Microbiology, 2006, 115, 258-263. 1.9 17

Results of an interlaboratory test on antimicrobial susceptibility testing of bacteria from animals by
broth microdilution. International Journal of Antimicrobial Agents, 2006, 27, 482-490.

Antimicrobial resistance of coagulase-negative staphylococci from bovine subclinical mastitis with
particular reference to macrolided€“lincosamide resistance phenotypes and genotypes. Journal of 3.0 151
Antimicrobial Chemotherapy, 2006, 57, 966-969.

The Cfr rRNA Methyltransferase Confers Resistance to Phenicols, Lincosamides, Oxazolidinones,
Pleuromutilins, and Streptogramin A Antibiotics. Antimicrobial Agents and Chemotherapy, 2006, 50,
2500-2505.

tet(A)-mediated tetracycline resistance in porcine Bordetella bronchiseptica isolates is based on

plasmid-borne Tn1721 relics. Journal of Antimicrobial Chemotherapy, 2006, 58, 225-227. 3.0 12

Molecular analysis of constitutively expressed erm(C) %enes selected in vitro in the presence of the
non-inducers pirlimycin, spiramycin and tylosin. Journal of Antimicrobial Chemotherapy, 2006, 59,
97-101.

Distribution of Florfenicol Resistance Genes <i>fexA<[i> and <i>cfr</i> among
Chloramphenicol-Resistant <i>Staphylococcus«</i> Isolates. Antimicrobial Agents and Chemotherapy, 3.2 355
2006, 50, 1156-1163.

A new mechanism for chloramphenicol, florfenicol and clindamycin resistance: methylation of 23S
ribosomal RNA at A2503. Molecular Microbiology, 2005, 57, 1064-1073.

Florfenicol-Chloramphenicol Exporter Gene fexA Is Part of the Novel Transposon Tn 558.

Antimicrobial Agents and Chemotherapy, 2005, 49, 813-815. 3.2 87

dfrA20, a Novel Trimethoprim Resistance Gene from Pasteurella multocida. Antimicrobial Agents and
Chemotherapy, 2005, 49, 414-417.

Staphylococcal tetracyclined€“MLSB resistance plasmid pSTE2 is the product of an RSA-mediated in vivo

recombination. Journal of Antimicrobial Chemotherapy, 2005, 56, 399-402. 3.0 24

Molecular basis of resistance to trimethoprim, chloramphenicol and sulphonamides in Bordetella
bronchiseptica. Journal of Antimicrobial Chemotherapy, 2005, 56, 485-490.

Nucleotide sequence and organization of the multiresistance plasmid pSCFS1 from Staphylococcus

sciuri. Journal of Antimicrobial Chemotherapy, 2004, 54, 936-939. 3.0 95

Molecular basis of bacterial resistance to chloramphenicol and florfenicol. FEMS Microbiology

Reviews, 2004, 28, 519-542.

Pet animals as reservoirs of antimicrobial-resistant bacteria: Review. Journal of Antimicrobial

Chemotherapy, 2004, 54, 321-332. 3.0 524



308

310

312

314

316

318

320

322

324

19

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Mobile genes coding for efflux-mediated antimicrobial resistance in Gram-positive and Gram-negative

bacteria. International Journal of Antimicrobial Agents, 2003, 22, 205-210.

Diversity of Tetracycline Resistance Genes in Bacteria from Chilean Salmon Farms. Antimicrobial

Agents and Chemotherapy, 2003, 47, 833-888. 3.2 224

New Plasmid-Borne Antibiotic Resistance Gene Cluster in Pasteurella multocida. Antimicrobial Agents
and Chemotherapy, 2003, 47, 2978-2980.

Molecular analysis of the plasmid-borne aacAlaphD resistance gene region of coagulase-negative

staphylococci from chickens. Journal of Antimicrobial Chemotherapy, 2003, 51, 1397-1401. 3.0 21

In Vitro Activities of Florfenicol against Bovine and Porcine Respiratory Tract Pathogens.
Antimicrobial Agents and Chemotherapy, 2003, 47, 2703-2705.

Molecular Analysis of Constitutively Expressederm(C) Genes SelectedIn Vitroby Incubation in the
Presence of the Noninducers Quinupristin, Telithromycin, or ABT-773. Microbial Drug Resistance, 2002, 2.0 23
8,171-177.

Staphylococcus sciuri Gene erm (33), Encoding Inducible Resistance to Macrolides, Lincosamides, and
Streptogramin B Antibiotics, Is a Product of Recombination between erm (C) and erm (A). Antimicrobial
Agents and Chemotherapy, 2002, 46, 3621-3623.

Molecular characterization of ketolide-resistant erm(A)~car3/ing Staphylococcus aureus isolates
selected in vitro by telithromycin, ABT-773, quinupristin and clindamycin. Journal of Antimicrobial 3.0 38
Chemotherapy, 2002, 49, 611-617.

Identification of a Complete dfrA14 Gene Cassette Integrated at a Secondary Site in a Resistance
Plasmid of Uropathogenic Escherichia coli from Nigeria. Antimicrobial Agents and Chemotherapy,
2002, 46, 2054-2055.

In vitro activity of new ketolides against macrolide-susceptible and -resistant Staphylococcus aureus

isolates with defined resistance gene status. Journal of Antimicrobial Chemotherapy, 2002, 49, 580-582. 3.0 19

Occurrence and linkage of genes coding for resistance to sulfonamides, streptomycin and
chloramphenicol in bacteria of the genera Pasteurella and Mannheimia. FEMS Microbiology Letters,
2001, 205, 283-290.

Tetracycline resistance genes in isolates of Pasteurella multocida, Mannheimia haemolytica,
Mannheimia glucosida and Mannheimia varigena from bovine and swine respiratory disease:
intergeneric spread of the tet(H) plasmid pMHT1. Journal of Antimicrobial Chemotherapy, 2001, 48,

3.0 63

Structural Alterations in the Translational Attenuator of Constitutively Expressed erm (A) Genes in
Staphylococcus aureus. Antimicrobial Agents and Chemotherapy, 2001, 45, 1603-1604.

Molecular analysis of the translational attenuator of a constitutively expressed erm(A) gene from

Staphylococcus intermedius. Journal of Antimicrobial Chemotherapy, 2000, 46, 785-788. 3.0 80

Identification of a Plasmid-Borne Chloramphenicol-Florfenicol Resistance Gene in Staphylococcus
sciuri. Antimicrobial Agents and Chemotherapy, 2000, 44, 2530-2533.

Structural Alterations in the Translational Attenuator of Constitutively Expressed <i>ermC«/i>

Genes. Antimicrobial Agents and Chemotherapy, 1999, 43, 1681-1685. 3.2 56

Host range of the ermF rRNA methylase gene in bacteria of human and animal origin. Journal of

Antimicrobial Chemotherapy, 1999, 43, 5-14.

Tetracycline resistance in Staphylococcus spp. from domestic animals. Veterinary Microbiology, 1998,

63,217-227. 1.9 100



326

328

330

332

334

336

20

STEFAN SCHWARZ

ARTICLE IF CITATIONS

Molecular Analysis of the Macrolide-Lincosamide Resistance Gene Region of a Novel Plasmid from

Staphylococcus Hyicus. Journal of Medical Microbiology, 1998, 47, 63-70.

Molecular analysis of naturally occurringermC-encodin% lasmids in staphylococci isolated from
animals with and without previous contact with macrolide/lincosamide antibiotics. FEMS Immunology 2.7 41
and Medical Microbiology, 1997, 18, 7-15.

Tandem duplication in ermC translational attenuator of the macrolide-lincosamide-streptogramin B
resistance plasmid pSES6 from Staphylococcus equorum. Antimicrobial Agents and Chemotherapy,
1996, 40, 215-217.

Macrolide-lincosamide-streptogramin B resistance in Staphylococcus lentus results from the
integration of part of a transposon into a small plasmid. Antimicrobial Agents and Chemotherapy, 3.2 31
1996, 40, 2224-2225.

Insertion elements in Staphylococcus intermedius. Letters in Applied Microbiology, 1995, 20, 180-183.

Tetracycline resistance genes in staphylococci from the skin of pigs. Journal of Applied Bacteriology, 11 45
1994, 76, 320-326. '

Nucleotide sequence and phylogeny of the tet(L) tetracycline resistance determinant encoded by
plasmid pSTE1 from Staphylococcus hyicus. Antimicrobial Agents and Chemotherapy, 1992, 36, 580-588.

Isolation and restriction endonuclease analysis of a tetracycline resistance plasmid from

Staphylococcus hyicus. Veterinary Microbiology, 1990, 24, 113-122. 1.9 25

Antimicrobial Resistance in<i>Escherichia coli<[i>., 0,, 289-316.

Antimicrobial Resistance among Staphylococci of Animal Origin. , 0, , 127-157. 2

Antimicrobial Resistance in <i>Bordetella bronchiseptica</i>., 0, , 365-375.

Antimicrobial Resistance in Pasteurellaceae of Veterinary Origin. , 0, , 331-363. 3



