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AAV-Txnip prolongs cone survival and vision in mouse models of retinitis pigmentosa. ELife, 2021, 10, .
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aggregate tests improves the power of transcriptome-wide association studies. PLoS Genetics, 2021, 17, 3.5 35
e1008973.
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Large-scale cross-cancer fine-mapping of the 5p15.33 region reveals multiple independent signals.
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A transcriptome-wide association study of 229,000 women identifies new candidate susceptibility
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