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fungi. FEMS Microbiology Letters, 2006, 258, 161-172.

High intercontinental migration rates and population admixture in the sapstain fungus Ophiostoma

ips. Molecular Ecology, 2006, 16, 89-99. 2.0 36

Armillaria species on tea in Kenya identified using isozyme and DNA sequence comparisons. Plant
Pathology, 2006, 55, 343-350.

Phylogenetic relationships amongArmillariaspecies inferred from partial elongation factor 1-alpha

DNA sequence data. Australasian Plant Pathology, 2006, 35, 513. 0.5 54

First record of Colletogloeopsis zuluense comb. nov., causing a stem canker of Eucalyptus in China.
Mycological Research, 2006, 110, 229-236.

Clonality in South African isolates and evidence for a European origin of the root pathogen

Thielaviopsis basicola. Mycological Research, 2006, 110, 306-311. 2:5 12

Novel hosts of the Eucalyptus canker pathogen Chrysoporthe cubensis and a new Chrysoporthe
species from Colombia. Mycological Research, 2006, 110, 833-845.

Cryphonectriaceae (Diaporthales), a new family including Cryphonectria, Chrysoporthe, Endothia and 0.8 54
allied genera. Mycologia, 2006, 98, 239-249. :

Aurapex penicillata gen. sp. nov. from native Miconia theaezans and Tibouchina spp. in Colombia.
Mycologia, 2006, 98, 105-115.

Phylogenetic and morphological re-evaluation of the<i>Botryosphaeria</i>species causing diseases

of<i>Mangifera indica</i>. Mycologia, 2005, 97, 99-110. 0-8 47

Relative Pathogenicity of Cryphonectria cubensis on Eucalyptus Clones Differing in Their Resistance
to C. cubensis. Plant Disease, 2005, 89, 659-662.

Classification of the guava wilt fungus<i>Myxosporium psidii,< /i>the palm pathogenc<i>Gliocladium
vermoesenii</i>and the persimmon wilt fungus<i>Acremonium diospyri</i>in<i>Nalanthamala</i>. 0.8 13
Mycologia, 2005, 97, 375-395.

Development of polymorphic microsatellite markers for the fungal tree pathogen Cryphonectria
eucalypti. Molecular Ecology Notes, 2005, 5, 558-561.

Simple sequence repeat markers for species in the Fusarium oxysporum complex. Molecular Ecology 17 43
Notes, 2005, 5, 622-624. :

Diversity and differentiation in two populations of Gibberella circinata in South Africa. Plant
Pathology, 2005, 54, 46-52.

Identification of Armillaria isolates from Bhutan based on DNA sequence comparisons. Plant 12 25
Pathology, 2005, 54, 36-45. )

Comparison of populations of the wilt pathogen Ceratocystis albifundus in South Africa and Uganda.

Plant Pathology, 2005, 54, 189-195.

Discovery of the Eucalyptus canker pathogen Chrysoporthe cubensis on native Miconia

(Melastomataceae) in Colombia. Plant Pathology, 2005, 54, 460-470. 1.2 53



272

274

276

278

280

282

284

286

288

17

BRENDA D WINGFIELD

ARTICLE IF CITATIONS

Taxonomic re-evaluation of Leptographium lundbergii based on DNA sequence comparisons and

morphology. Mycological Research, 2005, 109, 1149-1161.

Phenotypic and DNA sequence data comparisons reveal three discrete species in the Ceratocystis

polonica species complex. Mycological Research, 2005, 109, 1137-1148. 2.5 25

Ophiostoma dentifundum sp. nov. from oak in Europe, characterized using molecular phylogenetic
data and morphology. Mycological Research, 2005, 109, 1127-1136.

Phylogenetic analyses of DNA sequences reveal species partitions amongst isolates of Armillaria from 05 33
Africa. Mycological Research, 2005, 109, 1223-1234. ’

Preliminary studies onBotryosphaeriaspecies from Southern Hemisphere conifers in Australasia and
South Africa. Australasian Plant Pathology, 2005, 34, 213.

DNA based characterization ofCeratocystis fimbriataisolates associated with mango decline in Oman.

Australasian Plant Pathology, 2005, 34, 587. 0.5 18

Phylogenetic and morphological re-evaluation of the Botryosphaeria species causing diseases of
Mangifera indica. Mycologia, 2005, 97, 99-110.

(1686) Proposal to conserve the name <i>Cryphonectria (Diaporthales)</i> with a conserved type.

Taxon, 2005, 54, 539-540. 04 8

Amphilogia gen. nov. for Cryphonectria a€tike fungi from Elaeocarpus spp. in New Zealand and Sri Lanka.
Taxon, 2005, 54, 1009-1021.

Classification of the guava wilt fungus Myxosporium psidii, the palm pathogen Gliocladium
vermoesenii and the persimmon wilt fungus Acremonium diospyri in Nalanthamala. Mycologia, 2005, 0.8 33
97,375-395.

Rostraureum tropicale gen. sp. nov. (Diaporthales) associated with dying Terminalia ivorensis in
Ecuador. Mycological Research, 2005, 109, 1029-1044.

A PCR-RFLP Based Diagnostic Technique to Rapidly Identify Seiridium Species Causing Cypress Canker.

Mycologia, 2004, 96, 1352. 08 7

Combined Multiple Gene Genealogies and Phenotypic Characters Differentiate Several Species
Previously Identified as Botryosphaeria dothidea. Mycologia, 2004, 96, 83.

Multiple Gene Sequences Delimit Botryosphaeria australis sp. nov. from B. lutea. Mycologia, 2004, 96, 0.8 59
1030. )

Identification of the Armillaria root rot pathogen in Ethiopian plantations. Forest Pathology, 2004,
34, 133-145.

Development of polymorphic markers for the root pathogen Thielaviopsis basicola using ISSR-PCR.

Molecular Ecology Notes, 2004, 4, 547-550. L7 5

Development of simple sequence repeat markers for Botryosphaeria spp. with Fusicoccum anamorphs.

Molecular Ecology Notes, 2004, 4, 675-677.

Geographic isolation of Diplodia scrobiculata and its association with native Pinus radiata.

Mycological Research, 2004, 108, 1399-1406. 2.5 81



290

292

294

296

298

300

302

304

306

18

BRENDA D WINGFIELD

ARTICLE IF CITATIONS

Mycosphaerella species causing leaf disease in South African Eucalyptus plantations. Mycological

Research, 2004, 108, 672-681.

Transformation of Fusarium oxysporum f. sp. cubense, causal agent of Fusarium wilt of banana, with

the green fluorescent protein (GFP) gene. Australasian Plant Pathology, 2004, 33, 69. 0.5 22

First record of the Eucalyptus stem canker pathogen, Coniothyrium zuluense from Hawaii.
Australasian Plant Pathology, 2004, 33, 309.

Phylogenetic patterns in the Uredinales. Australasian Plant Pathology, 2004, 33, 327. 0.5 53

Identification of Mycosphaerella species associated with Eucalyptus nitens leaf defoliation in South
Africa. Australasian Plant Pathology, 2004, 33, 349.

Global distribution ofDiplodia pineagenotypes revealed using simple sequence repeat (SSR) markers. 0.5 54
Australasian Plant Pathology, 2004, 33, 513. :

Development and assessment of microarray-based DNA fingerprinting in Eucalyptus grandis.
Theoretical and Applied Genetics, 2004, 109, 1329-1336.

DNA sequence data and morphology defineCryphonectriaspecies in Europe, China, and Japan. Canadian 12 31
Journal of Botany, 2004, 82, 1730-1743. :

Leptographium wingfieldii introduced into North America and found associated with exotic Tomicus
piniperda and native bark beetles. Mycological Research, 2004, 108, 411-418.

Characterisation of Ophiostoma species associated with pine bark beetles from Mexico, including O.

pulvinisporum sp. nov.. Mycological Research, 2004, 108, 690-698. 2.5 28

Phylogenetic Relationships of Cryphonectria and Endothia Species, Based on DNA Sequence Data and
Morphology. Mycologia, 2004, 96, 990.

Combined multiple gene genealogies and phenotypic characters differentiate several species

previously identified as<i>Botryosphaeria dothidea</i>. Mycologia, 2004, 96, 83-101. 08 262

Phylogenetic relationships of<i>Cryphonectria</i>and<i>Endothia</i>species, based on DNA sequence
data and morphology. Mycologia, 2004, 96, 990-1001.

A PCR-RFLP based diagnostic technique to rapidly identify<i>Seiridiumc</i>species causing cypress 0.8 10
canker. Mycologia, 2004, 96, 1352-1354. :

Multiple gene sequences delimit<i>Botryosphaeria australis</i>sp. nov. from<i>B. lutea</i>.
Mycologia, 2004, 96, 1030-1041.

Combined multipledgene genealogies and phenotypic characters differentiate several species 0.8 53
previously identified as Botryosphaeria dothidea. Mycologia, 2004, 96, 83-101. )

Phylogenetic relationships of Cryphonectria and Endothia species, based on DNA sequence data and

morphology. Mycologia, 2004, 96, 990-1001.

Multiple gene sequences delimit Botryosphaeria australis sp. nov. from B. lutea. Mycologia, 2004, 96, 0.8 16
1030-41. ’



308

310

312

314

316

318

320

322

324

19

BRENDA D WINGFIELD

ARTICLE IF CITATIONS

A PCR-RFLP based diagnostic technique to rapidly identify Seiridium species causing cypress canker.

Mycologia, 2004, 96, 1352-4.

Conspecificity of Endothia eugeniae and Cryphonectria cubensis: a re-evaluation based on morphology 0.3 39
and DNA sequence data. Mycoscience, 2003, 44, 187-196. :

Molecular characterisation of Armillaria species from Zimbabwe. Mycological Research, 2003, 107,
291-296.

Multiple gene genealogies and microsatellite markers reflect relationships between morphotypes of

Sphaeropsis sapinea and distinguish a new species of Diplodia. Mycological Research, 2003, 107, 557-566. 2.5 123

Ceratocystis fimbriata infecting Eucalyptus grandis in Uruguay. Australasian Plant Pathology, 2003,
32, 361.

Discovery of two northern hemisphere Armillaria species on Proteaceae in South Africa. Plant 1o 42
Pathology, 2003, 52, 604-612. )

Relationships of Ceratocystis fimbriata Isolates from Colombian Coffee-Growing Regions Based on
Molecular Data and Pathogenicity. Journal of Phytopathology, 2003, 151, 395-405.

Development and characterization of microsatellite loci for the tropical tree pathogen

Botryosphaeria rhodina. Molecular Ecology Notes, 2003, 3, 91-94. L7 25

Primers for the amplification of sequence-characterized loci in Cryphonectria cubensis populations.
Molecular Ecology Notes, 2003, 3, 494-497.

The Ophiostoma piceae complex in the Southern Hemisphere: a phylogenetic study. Mycological 05 40
Research, 2003, 107, 469-476. ’

Pathogenicity of Cryphonectria eucalypti to Eucalyptus clones in South Africa. Forest Ecology and
Management, 2003, 176, 427-437.

Biological and Phylogenetic Analyses Suggest that Two Cryphonectria spp. Cause Cankers of o7 29
Eucalyptus in Africa. Plant Disease, 2003, 87, 1329-1332. )

Transfection of Diaporthe perjuncta with Diaporthe RNA Virus. Applied and Environmental
Microbiology, 2003, 69, 3952-3956.

Forest Biotechnology: A South African perspective. Southern Forests, 2003, 199, 1-5. 0.1 0

Phylogeny of the Ophiostoma stenoceras: Sporothrix schenckii Complex. Mycologia, 2003, 95, 434.

Phylogenetic Relationships among Phialocephala Species and Other Ascomycetes. Mycologia, 2003, 95, 0.8 16
637. ’

Molecular Identification and Phylogeny of Armillaria Isolates from South America and Indo-Malaysia.

Mycologia, 2003, 95, 285.

Circumscription of Botryosphaeria Species Associated with Proteaceae Based on Morphology and DNA 0.8 49
Sequence Data. Mycologia, 2003, 95, 294. :



326

328

330

332

334

336

338

340

342

20

BRENDA D WINGFIELD

ARTICLE IF CITATIONS

Phylogeny of the<i>Ophiostoma stenoceras< [i>&€“<i>Sporothrix schenckii</i>complex. Mycologia, 2003,

95, 434-441.

Circumscrié)tion ofBotryosphaeriaspecies associated with Proteaceae based on morphology and DNA 0.8 66
sequence data. Mycologia, 2003, 95, 294-307. :

Molecular identification and phylogeny of<i>Armillaria</i>isolates from South America and
Indo-Malaysia. Mycologia, 2003, 95, 285-293.

Phylogenetic relationships among<i>Phialocephala</i>species and other ascomycetes. Mycologia, 0.8 2
2003, 95, 637-645. ’

Molecular identification and phylogeny of Armillaria isolates from South America and Indo-Malaysia.
Mycologia, 2003, 95, 285-93.

Circumscription of Botryosphaeria species associated with Proteaceae based on morphology and DNA 0.8 16
sequence data. Mycologia, 2003, 95, 294-307. :

Phylogeny of the Ophiostoma stenoceras-Sporothrix schenckii complex. Mycologia, 2003, 95, 434-41.

12-Tubulin and histoneH3gene sequences distinguishCryphonectria cubensisfrom South Africa, Asia, and 19 44
South America. Canadian Journal of Botany, 2002, 80, 590-596. :

Two New Species of Fusarium Section Liseola Associated with Mango Malformation. Mycologia, 2002,
94, 722.

Germ-furrow morphology and storage conditions determine the degree of viability of Pinus caribaea 12 6
pollen. South African Journal of Botany, 2002, 68, 457-463. )

Cryptic speciation in<i>Fusarium subglutinans</i>. Mycologia, 2002, 94, 1032-1043.

Two new species ofFusariumsectionLiseolaassociated with mango malformation. Mycologia, 2002, 94,
722-730. o8 88

The future of exotic plantation forestry in the tropics and southern Hemisphere: Lessons from pitch
canker. Southern Forests, 2002, 195, 79-82.

Cryptic Speciation in Fusarium subglutinans. Mycologia, 2002, 94, 1032. 0.8 51

Identification of pine hybrids using SSRloci.. Southern Forests, 2002, 193, 25-30.

Cryphonectria canker on Tibouchina in South Africa. Mycological Research, 2002, 106, 1299-1306. 2.5 41

Molecular Analysis of an Endopolygalacturonase Gene from a Eucalyptus Canker Pathogen,

Cryphonectria cubensis. DNA Sequence, 2002, 13, 33-37.

Characterisation of the 4€ C4€™ morphotype of the pine pathogen Sphaeropsis sapinea. Forest Ecology and 14 23
Management, 2002, 161, 181-188. )



344

346

348

350

352

354

356

358

360

21

BRENDA D WINGFIELD

ARTICLE IF CITATIONS

Morphological and molecular relatedness of geographically diverse isolates of Coniothyrium
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