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Using network analysis to explore co-occurrence patterns in soil microbial communities. ISME
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Cross-biome metagenomic analyses of soil microbial communities and their functional attributes.
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Examining the global distribution of dominant archaeal populations in soil. ISME Journal, 2011, 5,
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The under-recognized dominance of Verrucomicrobia in soil bacterial communities. Soil Biology and 8.8 613
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Plant diversity predicts beta but not alpha diversity of soil microbes across grasslands worldwide.
Ecology Letters, 2015, 18, 85-95.
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2020, 105, 1-16.
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Changes in Bacterial and Fungal Communities across Compost Recipes, Preparation Methods, and
Composting Times. PLoS ONE, 2013, 8, e79512.
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Fungal functional ecology: bringing a traitd€based approach to planta€associated fungi. Biological
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Molecular phylogenetics of the gomphoid-phalloid fungi with an establishment of the new subclass
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A cultured€independent study of freed€kiving fungi in biological soil crusts of the Colorado Plateau:
their diversity and relative contribution to microbial biomass. Environmental Microbiology, 2009, 11, 3.8 113
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Fungal communities of lichen-dominated biological soil crusts: Diversity, relative microbial biomass,

and their relationship to disturbance and crust cover. Journal of Arid Environments, 2010, 74,
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Patterns of diversity for fungal assemblages of biological soil crusts from the southwestern United 19 90
States. Mycologia, 2012, 104, 353-361. :
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Archaeal populations in biological soil crusts from arid lands in North America. Soil Biology and
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Ammonia-oxidizing archaea and bacteria are structured by geography in biological soil crusts across

North American arid lands. Ecological Processes, 2013, 2, . 3.9 69
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Characterization of the juvenile green turtle (Chelonia mydas) microbiome throughout an
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Exophiala crusticola anam. nov. (affinity Herpotrichiellaceae), a novel black yeast from biological soil
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