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Biobased Materials and Bioenergy, 2021, 15, 323-333. 0.1 0

12 Mucolytic bacteria: prevalence in various pathological diseases. World Journal of Microbiology and
Biotechnology, 2021, 37, 176. 1.7 9

13 Assessment of veterinary antibiotics from animal manure-amended soil to growing alfalfa, alfalfa
silage, and milk. Ecotoxicology and Environmental Safety, 2021, 224, 112699. 2.9 10

14 Identification of Bioactive Phytochemicals from Six Plants: Mechanistic Insights into the Inhibition of
Rumen Protozoa, Ammoniagenesis, and Î±-Glucosidase. Biology, 2021, 10, 1055. 1.3 9

15
Intestinal-level anti-inflammatory bioactivities of catechin-rich green tea: Rationale, design, and
methods of a double-blind, randomized, placebo-controlled crossover trial in metabolic syndrome
and healthy adults. Contemporary Clinical Trials Communications, 2020, 17, 100495.

0.5 32

16
Giant milkweed (Calotropis gigantea): A new plant resource to inhibit protozoa and decrease
ammoniagenesis of rumen microbiota in vitro without impairing fermentation. Science of the Total
Environment, 2020, 743, 140665.

3.9 13

17
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Epigallocatechin gallate but not catechin prevents nonalcoholic steatohepatitis in mice similar to
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27 Rumen fermentation and microbial community composition influenced by live Enterococcus faecium
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