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1 A deletion mutation within the goat <i>AKAP13</i> gene is significantly associated with litter size.
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associated with litter size. Animal Biotechnology, 2023, 34, 658-663. 1.5 4

5 Investigation on mRNA expression and genetic variation within goat <i>SMAD2</i> gene and its
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6 Insertion/deletion (Indel) variant of the goat RORA gene is associated with growth traits. Animal
Biotechnology, 2023, 34, 2175-2182. 1.5 1

7 Relationships between novel nucleotide variants within the colony-stimulating factor 1 receptor
(<i>CSF1R</i>) gene and mastitis indicators in sheep. Animal Biotechnology, 2022, 33, 731-738. 1.5 3

8 Detection of InDel and CNV of <i>SPAG17</i> gene and their associations with bovine growth traits.
Animal Biotechnology, 2022, 33, 440-447. 1.5 9

9 Copy number variations of TOP2B gene are associated with growth traits in Chinese sheep breeds.
Animal Biotechnology, 2022, 33, 85-89. 1.5 4

10 Detecting novel Indel variants within the <i>GHR</i> gene and their associations with growth traits
in Luxi Blackhead sheep. Animal Biotechnology, 2022, 33, 214-222. 1.5 16

11 Indel mutations of sheep <i>PLAG1</i> gene and their associations with growth traits. Animal
Biotechnology, 2022, 33, 1459-1465. 1.5 8

12 circSVIL regulates bovine myoblast development by inhibiting STAT1 phosphorylation. Science China
Life Sciences, 2022, 65, 376-386. 4.9 14

13 A 7-nt nucleotide sequence variant within the sheep <i>KDM3B</i> gene affects female reproduction
traits. Animal Biotechnology, 2022, 33, 1661-1667. 1.5 3

14 Early-life lead exposure induces long-term toxicity in the central nervous system: From zebrafish
larvae to juveniles and adults. Science of the Total Environment, 2022, 804, 150185. 8.0 41
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Developmental exposure to environmental levels of cadmium induces neurotoxicity and activates
microglia in zebrafish larvae: From the perspectives of neurobehavior and neuroimaging.
Chemosphere, 2022, 291, 132802.

8.2 24

16 Novel InDel variations of the Cry2 gene are associated with litter size in Australian White sheep.
Theriogenology, 2022, 179, 155-161. 2.1 14

17 Distribution of Copy Number Variation in SYT11 Gene and Its Association with Growth Conformation
Traits in Chinese Cattle. Biology, 2022, 11, 223. 2.8 2

18 Investigation of Copy Number Variations (CNVs) of the Goat PPP3CA Gene and Their Effect on Litter
Size and Semen Quality. Animals, 2022, 12, 445. 2.3 5
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19 Genetic polymorphisms within the <i>ETAA1</i> gene associated with growth traits in Chinese sheep
breeds. Animal Genetics, 2022, 53, 460-465. 1.7 3
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Circular RNA ACTA1 Acts as a Sponge for miR-199a-5p and miR-433 to Regulate Bovine Myoblast
Development through the MAP3K11/MAP2K7/JNK Pathway. Journal of Agricultural and Food Chemistry,
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21 Two Different Copy Number Variations of the CLCN2 Gene in Chinese Cattle and Their Association with
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22 Genetic Variations and mRNA Expression of Goat DNAH1 and Their Associations with Litter Size. Cells,
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23 Insertion/deletions within the bovine <i>FoxO1</i> gene and their association analysis with growth
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24 CircRNA Profiling Reveals CircPPARÎ³ Modulates Adipogenic Differentiation via Sponging miR-92a-3p.
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25 Newly reported 90-bp deletion within the ovine BMPRIB gene: Does it widely distribute, link to the
famous FecB (p.Q249R) mutation, and affect litter size?. Theriogenology, 2022, 189, 222-229. 2.1 4

26 circMEF2D Negatively Regulated by HNRNPA1 Inhibits Proliferation and Differentiation of Myoblasts
via miR-486-PI3K/AKT Axis. Journal of Agricultural and Food Chemistry, 2022, 70, 8145-8163. 5.2 13

27 Genetic Variations within the Bovine CRY2 Gene Are Significantly Associated with Carcass Traits.
Animals, 2022, 12, 1616. 2.3 5

28 A novel 23â€‰bp indel mutation in <i>PRL</i> gene is associated with growth traits in Luxi Blackhead
sheep. Animal Biotechnology, 2021, 32, 740-747. 1.5 4

29 Whole genome analyses revealed genomic difference between European taurine and East Asian taurine.
Journal of Animal Breeding and Genetics, 2021, 138, 56-68. 2.0 15

30 Polymorphic variants of bovine ADCY5 gene identified in GWAS analysis were significantly associated
with ovarian morphological related traits. Gene, 2021, 766, 145158. 2.2 11

31 Novel indel variations of the sheep FecB gene and their effects on litter size. Gene, 2021, 767, 145176. 2.2 30

32 Whole-genome sequencing to identify candidate genes for litter size and to uncover the variant
function in goats (Capra hircus). Genomics, 2021, 113, 142-150. 2.9 28

33 Detection of insertions/deletions (InDels) within the goat <i>Runx2</i> gene and their association
with litter size and growth traits. Animal Biotechnology, 2021, 32, 169-177. 1.5 12

34 Deletion mutation within the goat PPP3CA gene identified by GWAS significantly affects litter size.
Reproduction, Fertility and Development, 2021, 33, 476. 0.4 6

35
MicroRNA bta-miR-365-3p inhibits proliferation but promotes differentiation of primary bovine
myoblasts by targeting the activin A receptor type I. Journal of Animal Science and Biotechnology,
2021, 12, 16.

5.3 11

36 CircRILPL1 promotes muscle proliferation and differentiation via binding miR-145 to activate
IGF1R/PI3K/AKT pathway. Cell Death and Disease, 2021, 12, 142. 6.3 33



4

Xianyong Lan

# Article IF Citations
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Xinjiang brown cattle. Animal Biotechnology, 2021, , 1-9. 1.5 1

38 An insertion/deletion within the CREB1 gene identified using the RNA-sequencing is associated with
sheep body morphometric traits. Gene, 2021, 775, 145444. 2.2 10

39 The mRNA expression profile of the goat prion protein testis-specific (PRNT) gene and its associations
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40 Fertility-Associated Polymorphism within Bovine ITGÎ²5 and Its Significant Correlations with Ovarian
and Luteal Traits. Animals, 2021, 11, 1579. 2.3 2

41
Indel mutations within the bovine HSD17B3 gene are significantly associated with ovary
morphological traits and mature follicle number. Journal of Steroid Biochemistry and Molecular
Biology, 2021, 209, 105833.

2.5 10

42 Goat AKAP12: Indel Mutation Detection, Association Analysis With Litter Size and Alternative Splicing
Variant Expression. Frontiers in Genetics, 2021, 12, 648256. 2.3 8

43 Insights into genetic variants within sheep IGF2BP1 and their association with litter size. Small
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44 Exploration of Genetic Variants within the Goat A-Kinase Anchoring Protein 12 (AKAP12) Gene and Their
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45 Detection of 15-bp Deletion Mutation within PLAG1 Gene and Its Effects on Growth Traits in Goats.
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47 A novel 4-bp insertion within the goat CFAP43 gene and its association with litter size. Small Ruminant
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48
Insertion/deletion variants within the IGF2BP2 gene identified in reported genome-wide selective sweep
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49 Palliative effects of metformin on testicular damage induced by triptolide in male rats. Ecotoxicology
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50 Genetic variations of bovine PCOS-related DENND1A gene identified in GWAS significantly affect female
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51 Circular RNA circMYL1 Inhibit Proliferation and Promote Differentiation of Myoblasts by Sponging
miR-2400. Cells, 2021, 10, 176. 4.1 15

52 Novel copy number variation of the <i>BAG4</i> gene is associated with growth traits in three
Chinese sheep populations. Animal Biotechnology, 2021, 32, 461-469. 1.5 7

53 Detection of mRNA Expression and Copy Number Variations Within the Goat FecB Gene Associated With
Litter Size. Frontiers in Veterinary Science, 2021, 8, 758705. 2.2 13

54 Distribution of DGAT1 copy number variation in Chinese goats and its associations with milk
production traits. Animal Biotechnology, 2021, , 1-6. 1.5 3
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56 Comparative Enhancer Map of Cattle Muscle Genome Annotated by ATAC-Seq. Frontiers in Veterinary
Science, 2021, 8, 782409. 2.2 8

57 A deletion mutation within the <i>ATBF1</i> gene is strongly associated with goat litter size. Animal
Biotechnology, 2020, 31, 174-180. 1.5 11

58 Detection of polled intersex syndrome (PIS) and its effect on phenotypic traits in goats. Animal
Biotechnology, 2020, 31, 561-565. 1.5 3

59 Two indel variants of prolactin receptor (<i>PRLR</i>) gene are associated with growth traits in goat.
Animal Biotechnology, 2020, 31, 314-323. 1.5 12

60 Sheep zinc finger proteins 395 (<i>ZNF395</i>): insertion/deletion variations, associations with
growth traits, and mRNA expression. Animal Biotechnology, 2020, 31, 237-244. 1.5 10

61 lncRNA IGF2 AS Regulates Bovine Myogenesis through Different Pathways. Molecular Therapy - Nucleic
Acids, 2020, 21, 874-884. 5.1 14

62 Indel variants within the <i>PRL</i> and <i>GHR</i> genes associated with sheep litter size.
Reproduction in Domestic Animals, 2020, 55, 1470-1478. 1.4 20

63 Population structure, genetic diversity, and selective signature of Chaka sheep revealed by whole
genome sequencing. BMC Genomics, 2020, 21, 520. 2.8 13

64 A 17-bp InDel (rs668420586) within goat CHCHD7 gene located in growth-related QTL affecting body
measurement traits. 3 Biotech, 2020, 10, 441. 2.2 4

65 Goat sperm associated antigen 17 protein gene (SPAG17): Small and large fragment genetic variation
detection, association analysis, and mRNA expression in gonads. Genomics, 2020, 112, 5115-5121. 2.9 16

66 Insight into m <sup>6</sup> A methylation from occurrence to functions. Open Biology, 2020, 10,
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67 C2C12 Mouse Myoblasts Damage Induced by Oxidative Stress Is Alleviated by the Antioxidant Capacity of
the Active Substance Phloretin. Frontiers in Cell and Developmental Biology, 2020, 8, 541260. 3.7 14

68 Characterization and Transcriptome Analysis of Exosomal and Nonexosomal RNAs in Bovine
Adipocytes. International Journal of Molecular Sciences, 2020, 21, 9313. 4.1 9

69 Identification and characterization of male reproduction-related genes in pig (Sus scrofa) using
transcriptome analysis. BMC Genomics, 2020, 21, 381. 2.8 7

70 Insight into the Possible Formation Mechanism of the Intersex Phenotype of Lanzhou Fat-Tailed Sheep
Using Whole-Genome Resequencing. Animals, 2020, 10, 944. 2.3 6

71 Integrating Genome-Wide CNVs Into QTLs and High Confidence GWAScore Regions Identified Positional
Candidates for Sheep Economic Traits. Frontiers in Genetics, 2020, 11, 569. 2.3 9

72
Two Novel Rare Strongly Linked Missense SNPs (P27R and A85G) Within the GDF9 Gene Were
Significantly Associated With Litter Size in Shaanbei White Cashmere (SBWC) Goats. Frontiers in
Veterinary Science, 2020, 7, 406.
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Mongolia White Cashmere goats. Animal Biotechnology, 2020, 32, 1-6. 1.5 8
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79 Exosome biogenesis, secretion and function of exosomal miRNAs in skeletal muscle myogenesis. Cell
Proliferation, 2020, 53, e12857. 5.3 121

80 Chlorpyrifos inhibits sperm maturation and induces a decrease in mouse male fertility. Environmental
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81 Myostatin (MSTN) Gene Indel Variation and Its Associations with Body Traits in Shaanbei White
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83 Goat DNMT3B: An indel mutation detection, association analysis with litter size and mRNA expression
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GigaScience, 2020, 9, . 6.4 18
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89 Copy Number Variations and Expression Levels of Guanylate-Binding Protein 6 Gene Associated with
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97 Detection of Bovine TMEM95 p.Cys161X Mutation in 13 Chinese Indigenous Cattle Breeds. Animals, 2019,
9, 444. 2.3 6
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Pig Hsd17b3: Alternative splice variants expression, insertion/deletion (indel) in promoter region and
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Biology, 2019, 195, 105483.

2.5 13

102 Genome-Wide SNPs and InDels Characteristics of Three Chinese Cattle Breeds. Animals, 2019, 9, 596. 2.3 11

103 Insertion/deletion (InDel) variations in sheep PLAG1 gene locating in growth-related major QTL are
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104 Relationship between an indel mutation within the SIRT4 gene and growth traits in Chinese cattle.
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119 Micro-Ribonucleic Acid-216a Regulates Bovine Primary Muscle Cells Proliferation and Differentiation
via Targeting SMAD Nuclear Interacting Protein-1 and Smad7. Frontiers in Genetics, 2019, 10, 1112. 2.3 7
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Frontiers in Genetics, 2018, 9, 91. 2.3 112



10

Xianyong Lan

# Article IF Citations
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