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of Xanthomonas oryzae pv. oryzae strains. Science China Life Sciences, 2021, 64, 2175-2185. 4.9 7

9 Roles of small RNAs in crop disease resistance. Stress Biology, 2021, 1, 1. 3.1 8
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18 A LysM Receptor Heteromer Mediates Perception of Arbuscular Mycorrhizal Symbiotic Signal in Rice.
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19 Inducible overexpression of Ideal Plant Architecture1 improves both yield and disease resistance in
rice. Nature Plants, 2019, 5, 389-400. 9.3 151

20
A nucleotide-binding site-leucine-rich repeat receptor pair confers broad-spectrum disease resistance
through physical association in rice. Philosophical Transactions of the Royal Society B: Biological
Sciences, 2019, 374, 20180308.

4.0 31

21 RRM Transcription Factors Interact with NLRs and Regulate Broad-Spectrum Blast Resistance in Rice.
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22 An H3K27me3 demethylase-HSFA2 regulatory loop orchestrates transgenerational thermomemory in
Arabidopsis. Cell Research, 2019, 29, 379-390. 12.0 149
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24 Deep Sequencing Uncovers Rice Long siRNAs and Its Involvement in Immunity Against <i>Rhizoctonia
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185 to Activate an MAPK Cascade in Rice. Molecular Plant, 2017, 10, 619-633. 8.3 135
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alters the metabolite profile in rice grains. New Phytologist, 2016, 211, 926-939. 7.3 72

32 An E3Â Ubiquitin Ligase-BAG Protein Module Controls Plant Innate Immunity and Broad-Spectrum Disease
Resistance. Cell Host and Microbe, 2016, 20, 758-769. 11.0 109

33 The Systemic Acquired Resistance Regulator OsNPR1 Attenuates Growth by Repressing Auxin Signaling
through Promoting IAA-Amido Synthase Expression. Plant Physiology, 2016, 172, 546-558. 4.8 50

34 Two Faces of One Seed: Hormonal Regulation of Dormancy and Germination. Molecular Plant, 2016, 9,
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35 Thymidine kinases share a conserved function for nucleotide salvage and play an essential role in
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36 Genetic and epigenetic control of plant heat responses. Frontiers in Plant Science, 2015, 06, 267. 3.6 260



4

Zh He, Z He

# Article IF Citations

37
<i><scp>CURVED CHIMERIC PALEA</scp> 1</i> encoding an <scp>EMF</scp>1â€•like protein maintains
epigenetic repression of <i><scp>O</scp>s<scp>MADS</scp>58</i> in rice palea development. Plant
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38 Quantitative trait locus analysis and fine mapping of the qPL6 locus for panicle length in rice.
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(<scp>GIF1</scp>) plays a role in preâ€•existing and induced defence in rice. Molecular Plant Pathology,
2014, 15, 161-173.
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48 BEAK-SHAPED GRAIN 1/TRIANGULAR HULL 1, a DUF640 gene, is associated with grain shape, size and weight
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Characterization of temperatureâ€•sensitive mutants reveals a role for receptorâ€•like kinase
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Conjugation of Indoleâ€•3â€•Carboxylic Acid and Cysteine and Upregulation of Camalexin Biosynthesis
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63 Two Arabidopsis cytochrome P450 monooxygenases, CYP714A1 and CYP714A2, function redundantly in
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64 BENT UPPERMOST INTERNODE1 Encodes the Class II Formin FH5 Crucial for Actin Organization and Rice
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72 Altered Disease Development in the eui Mutants and Eui Overexpressors Indicates that Gibberellins
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