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199 Proteomic analysis of cAMP-mediated signaling during differentiation of 3 T3-L1 preadipocytes.
Biochimica Et Biophysica Acta - Proteins and Proteomics, 2014, 1844, 2096-2107. 1.1 6

200 Choice of bacterial DNA extraction method from fecal material influences community structure as
evaluated by metagenomic analysis. Microbiome, 2014, 2, 19. 4.9 228

201 Identification and assembly of genomes and genetic elements in complex metagenomic samples without
using reference genomes. Nature Biotechnology, 2014, 32, 822-828. 9.4 909

202 An integrated catalog of reference genes in the human gut microbiome. Nature Biotechnology, 2014,
32, 834-841. 9.4 1,664

203 Multi-block PCA and multi-compartmental study of the metabolic responses to intake of hydrolysed
versus intact casein in C57BL/6J mice by NMR-based metabolomics. Metabolomics, 2014, 10, 938-949. 1.4 14

204
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Dietary eicosapentaenoic acid supplementation accentuates hepatic triglyceride accumulation in mice
with impaired fatty acid oxidation capacity. Biochimica Et Biophysica Acta - Molecular and Cell Biology
of Lipids, 2013, 1831, 291-299.

1.2 39

216 2-Heptyl-Formononetin Increases Cholesterol and Induces Hepatic Steatosis in Mice. BioMed Research
International, 2013, 2013, 1-13. 0.9 10



14

Karsten Kristiansen

# Article IF Citations

217 Genetic Architecture of Vitamin B12 and Folate Levels Uncovered Applying Deeply Sequenced Large
Datasets. PLoS Genetics, 2013, 9, e1003530. 1.5 112

218 Hydrolyzed Casein Reduces Diet-Induced Obesity in Male C57BL/6J Mice. Journal of Nutrition, 2013, 143,
1367-1375. 1.3 50

219 Intake of Farmed Atlantic Salmon Fed Soybean Oil Increases Insulin Resistance and Hepatic Lipid
Accumulation in Mice. PLoS ONE, 2013, 8, e53094. 1.1 37

220 Inversin/Nephrocystin-2 Is Required for Fibroblast Polarity and Directional Cell Migration. PLoS ONE,
2013, 8, e60193. 1.1 47

221 Dietary Linoleic Acid Elevates Endogenous Endocannabinoids (2â€•AG and Anandamide) and Induces
Obesity. FASEB Journal, 2013, 27, 48.3. 0.2 1

222 High-glycemic index carbohydrates abrogate the antiobesity effect of fish oil in mice. American
Journal of Physiology - Endocrinology and Metabolism, 2012, 302, E1097-E1112. 1.8 37

223 Of mice and men. Adipocyte, 2012, 1, 173-176. 1.3 12
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230 Single-Cell Exome Sequencing and Monoclonal Evolution of a JAK2-Negative Myeloproliferative
Neoplasm. Cell, 2012, 148, 873-885. 13.5 503

231 Single-cell sequencing analysis characterizes common and cell-lineage-specific mutations in a
muscle-invasive bladder cancer. GigaScience, 2012, 1, 12. 3.3 99

232 Frequent mutations of genes encoding ubiquitin-mediated proteolysis pathway components in clear
cell renal cell carcinoma. Nature Genetics, 2012, 44, 17-19. 9.4 295

233 Dietary Linoleic Acid Elevates Endogenous 2â€•AG and Anandamide and Induces Obesity. Obesity, 2012, 20,
1984-1994. 1.5 200

234 Resequencing 50 accessions of cultivated and wild rice yields markers for identifying agronomically
important genes. Nature Biotechnology, 2012, 30, 105-111. 9.4 818



15

Karsten Kristiansen

# Article IF Citations

235 Mdm2 controls CREB-dependent transactivation and initiation of adipocyte differentiation. Cell Death
and Differentiation, 2012, 19, 1381-1389. 5.0 34
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