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30 Identification of nine new susceptibility loci for endometrial cancer. Nature Communications, 2018, 9,
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31 <i>PALB2</i>,<i>CHEK2</i>and<i>ATM</i>rare variants and cancer risk: data from COGS. Journal of
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32 A meta-analysis of genome-wide association studies of breast cancer identifies two novel
susceptibility loci at 6q14 and 20q11. Human Molecular Genetics, 2012, 21, 5373-5384. 2.9 168
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mental retardation and diminish MECP2 and CDKL5 expression. Human Mutation, 2010, 31, 722-733. 2.5 163
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37 Hobit- and Blimp-1-driven CD4+ tissue-resident memory T cells control chronic intestinal
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57 The complement system drives local inflammatory tissue priming by metabolic reprogramming of
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breast cancer characteristics from the BCAC, CIMBA, and ENIGMA consortia. Breast Cancer Research,
2014, 16, 3419.

5.0 97
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70
Disruption of the histone acetyltransferase MYST4 leads to a Noonan syndromeâ€“like phenotype and
hyperactivated MAPK signaling in humans and mice. Journal of Clinical Investigation, 2011, 121,
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71 Renal fibrosis is the common feature of autosomal dominant tubulointerstitial kidney diseases caused
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82 Fine-Scale Mapping of the 5q11.2 Breast Cancer Locus Reveals at Least Three Independent Risk Variants
Regulating MAP3K1. American Journal of Human Genetics, 2015, 96, 5-20. 6.2 76
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Scientific Reports, 2018, 8, 17201. 3.3 70

89
Identification of the variant Ala335Val of MED25 as responsible for CMT2B2: molecular data,
functional studies of the SH3 recognition motif and correlation between wild-type MED25 and PMP22
RNA levels in CMT1A animal models. Neurogenetics, 2009, 10, 275-287.

1.4 68

90 Paradoxical antidepressant effects of alcohol are related to acid sphingomyelinase and its control of
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