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retrospective study. EClinicalMedicine, 2022, 50, 101515. )

Identification and characterization of a novel splice site mutation in the SERPING1 gene in a family
with hereditary angioedema. Clinical Immunology, 2014, 150, 143-148.

VEXAS syndrome: relapsing polychondritis and myelodysplastic syndrome with associated

immunoglobulin A vasculitis. Rheumatology, 2022, 61, e69-e71. 19 10
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