9

papers

9

all docs

1163117

487 8
citations h-index
9 9
docs citations times ranked

1474206

g-index

754

citing authors



ARTICLE IF CITATIONS

How cells flex their PEX to fine-tune lipolysis in NAFLD. Nature Metabolism, 2021, 3, 1591-1593.

Recognising the signals for endosomal trafficking. Current Opinion in Cell Biology, 2020, 65, 17-27. 5.4 49

Molecular identification of a BAR domain-containing coat complex for endosomal recycling of
transmembrane proteins. Nature Cell Biology, 2019, 21, 1219-1233.

Classification of the human phox homology (PX) domains based on their phosphoinositide binding

specificities. Nature Communications, 2019, 10, 1528. 12.8 101

Structural basis for the hijacking of endosomal sorting nexin proteins by Chlamydia trachomatis.
ELife, 2017, 6, .

A molecular code for endosomal recycling of phosphorylated cargos by the SNX273€ “retromer

complex. Nature Structural and Molecular Biology, 2016, 23, 921-932. 8.2 131

Escherichia coli Protein Expression System for Acetylcholine Binding Proteins (AChBPs). PLoS ONE,
2016, 11, e0157363.

Interactions of Visinin-like Proteins with Phospho-inositides. Australian Journal of Chemistry, 2010,
63, 350. 09 10

<i>S<[i>-Glycosyl Primary Sulfonamidesa”A New Structural Class for Selective Inhibition of

Cancer-Associated Carbonic Anhydrases. Journal of Medicinal Chemistry, 2009, 52, 6421-6432.




