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Joint Phylogenetic Estimation of Geographic Movements and Biome Shifts during the Global
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Tracking the xeric biomes of South America: The spatiotemporal diversification of Mandacaru cactus.
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Restriction-Site-Associated DNA Sequencing Reveals a Cryptic<b> <i>Viburnum</i></b>Species on the
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Historical introgression among the American live oaks and the comparative nature of tests for
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Paths to selection on life history loci in different natural environments across the native range of
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