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modeling. Statistical Analysis and Data Mining, 2018, 11, 5-16. 2.8 7
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On the Identification of Correlated Differential Features for Supervised Classification of
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47 Mixture of Time-Dependent Growth Models with an Application to Blue Swimmer Crab
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60 Laplace mixture autoregressive models. Statistics and Probability Letters, 2016, 110, 18-24. 0.7 11
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64 Computation: Expectation-Maximization Algorithm. , 2015, , 469-474. 1

65 Mixture Models in Statistics. , 2015, , 624-628. 8
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67 Inference on differences between classes using cluster-specific contrasts of mixed effects.
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68 Multivariate Analysis: Classification and Discrimination. , 2015, , 116-120. 0
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81 Spatial False Discovery Rate Control for Magnetic Resonance Imaging Studies. , 2013, , . 1
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972, 103-119. 0.9 2

86 EMMIXuskew: AnRPackage for Fitting Mixtures of Multivariate SkewtDistributions via the EM
Algorithm. Journal of Statistical Software, 2013, 55, . 3.7 44
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94 Testing for Group Structure in High-Dimensional Data. Journal of Biopharmaceutical Statistics, 2011,
21, 1113-1125. 0.8 2

95
CLASSIFICATION OF HIGH-DIMENSIONAL MICROARRAY DATA WITH A TWO-STEP PROCEDURE VIA A
WILCOXON CRITERION AND MULTILAYER PERCEPTRON. International Journal of Computational
Intelligence and Applications, 2011, 10, 1-14.

0.8 2

96 Assessing the adequacy of Weibull survival models: a simulated envelope approach. Journal of Applied
Statistics, 2011, 38, 2089-2097. 1.3 3

97 A comparative study of two matrix factorization methods applied to the classification of gene
expression data. , 2010, , . 1

98 On relations between Genes and metagenes obtained via gradient-based matrix factorization. , 2010, , . 0

99 Integrative mixture of experts to combine clinical factors and gene markers. Bioinformatics, 2010, 26,
1192-1198. 4.1 27

100 Use of Mixture Models in Multiple Hypothesis Testing with Applications in Bioinformatics. Studies in
Classification, Data Analysis, and Knowledge Organization, 2010, , 177-184. 0.2 3
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Visualization of High-Dimensional Data. IEEE Transactions on Pattern Analysis and Machine
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150 Appendix: Mixture Software. Wiley Series in Probability and Statistics, 2005, , 343-348. 0.0 0
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Statistical Association, 2001, 96, 56-63. 3.1 54



11

Geoffrey J Mclachlan

# Article IF Citations

163 Patient-specific analysis of sequential haematological data by multiple linear regression and mixture
distribution modelling. , 2000, 19, 83-98. 4

164 Robust mixture modelling using the t distribution. Statistics and Computing, 2000, 10, 339-348. 1.5 682

165 Constrained mixture models in competing risks problems. Environmetrics, 1999, 10, 753-767. 1.4 2

166 Distribution of transferrin saturation in an Australian population: Relevance to the early diagnosis
of hemochromatosis. Gastroenterology, 1998, 114, 543-549. 1.3 138

167 On modifications to the long-term survival mixture model in the presence of competing risks. Journal
of Statistical Computation and Simulation, 1998, 61, 77-96. 1.2 9

168 Robust cluster analysis via mixtures of multivariate t-distributions. Lecture Notes in Computer
Science, 1998, , 658-666. 1.3 71

169 High-Breakdown Linear Discriminant Analysis. Journal of the American Statistical Association, 1997, 92,
136-143. 3.1 100

170 An analysis of valve re-replacement after aortic valve replacement with biologic devices. Journal of
Thoracic and Cardiovascular Surgery, 1997, 113, 311-318. 0.8 37

171 High-Breakdown Linear Discriminant Analysis. Journal of the American Statistical Association, 1997, 92,
136. 3.1 29

172 Maximum likelihood clustering via normal mixture models. Signal Processing: Image Communication,
1996, 8, 105-111. 3.2 16

173
An algorithm for the likelihood ratio test of one versus two components in a normal mixture model
fitted to grouped and truncated data. Communications in Statistics Part B: Simulation and
Computation, 1995, 24, 965-985.

1.2 3
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