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MS1, a direct target of MS188, regulates the expression of key sporophytic pollen coat protein genes in

Arabidopsis. Journal of Experimental Botany, 2020, 71, 4877-4889.
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Plant Journal, 2018, 96, 176-187.

Anther Endothecium-Derived Very-Long-ChainAFatty Acids Facilitate Pollen Hydration inAArabidopsis. 8.3 2
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