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Global Proximity Interactome of the Human Macroautophagy Pathway. Autophagy, 2022, 18, 1174-1186. 9.1 9
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Mutations of the Transcriptional Corepressor ZMYM2 Cause Syndromic Urinary Tract Malformations.
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Research, 2020, 48, 7864-7882. :

LUZP1 and the tumor suppressor EPLIN modulate actin stability to restrict primary cilia formation.
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Abstract 4529: Mapping the protein interactome of mitochondrial intermembrane space proteases
identifies a novel function for HTRA2., 2019, , .
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Direct binding of CEP85 to STIL ensures robust PLK4 activation and efficient centriole assembly.
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The Deubiquitinase USP37 Regulates Chromosome Cohesion and Mitotic Progression. Current Biology,
2015, 25, 2290-2299.
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