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Severe Acute Respiratory Syndrome Coronavirus 2 Delta Vaccine Breakthrough Transmissibility in 5.8
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Lowa€frequency variants in mildly symptomatic vaccine breakthrough infections presents a
doubledé€edged sword. Journal of Medical Virology, 2022, , .
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Contrast-FEL&€”A Test for Differences in Selective Pressures at Individual Sites among Clades and Sets
of Branches. Molecular Biology and Evolution, 2021, 38, 1184-1198.

Molecular epidemiology of foodborne pathogens. , 2021, , 47-62. 2

Brain tissue transcriptomic analysis of SIV-infected macaques identifies several altered metabolic
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therapeutic targets. Journal of NeuroVirology, 2021, 27, 101-115.

Molecular Evolution of Human Norovirus GlI.2 Clusters. Frontiers in Microbiology, 2021, 12, 655567. 3.5 7

SARS-CoV-2 shifting transmission dynamics and hidden reservoirs potentially limit efficacy of public
health interventions in Italy. Communications Biology, 2021, 4, 4809.

Predator-Prey Dynamics of Intra-Host Simian Immunodeficiency Virus Evolution Within the Untreated

Host. Frontiers in Immunology, 2021, 12, 709962. 4.8 4

HyPhy 2.53€”A Customizable Platform for Evolutionary Hypothesis Testing Using Phylogenies.
Molecular Biology and Evolution, 2020, 37, 295-299.

Employing Molecular Phylodynamic Methods to Identify and Forecast HIV Transmission Clusters in

Public Health Settings: A Qualitative Study. Viruses, 2020, 12, 921. 3.3 15

Sampling bias and incorrect rooting make phylogenetic network tracing of SARS-COV-2 infections
unreliable. Proceedings of the National Academy of Sciences of the United States of America, 2020, 117,
12522-12523.

Phyloanatomic characterization of the distinct T cell and monocyte contributions to the peripheral

blood HIV population within the host. Virus Evolution, 2020, 6, veaa005. 4.9 6

Evolution of Viral Genomes: Interplay Between Selection, Recombination, and Other Forces. Methods
in Molecular Biology, 2019, 1910, 427-468.

National and International Dimensions of Human Immunodeficiency Virus-1 Sequence Clusters in a

Northern California Clinical Cohort. Open Forum Infectious Diseases, 2019, 6, ofz135. 0.9 6

Orfin and dissemination of hepatitis B virus genotype C in East Asia revealed by phylodynamic analysis
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historical correlates. Journal of Viral Hepatitis, 2019, 26, 145-154.

Neutral Theory and Rapidly Evolving Viral Pathogens. Molecular Biology and Evolution, 2018, 35,
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Evaluation of global HIV/SIV envelope gp120 RNA structure and evolution within and among infected

hosts. Virus Evolution, 2018, 4, vey018.

Insights into the Impact of CD8<sup>+<[sup>Immune Modulation on Human Immunodeficiency Virus
Evolutionary Dynamics in Distinct Anatomical Compartments by Using Simian Immunodeficiency 3.4 8
Virus-Infected Macaque Models of AIDS Progression. Journal of Virology, 2017, 91, .

Phylodynamic applications in 21st century global infectious disease research. Global Health Research
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Structural study of interaction between brinzolamide and dorzolamide inhibition of human carbonic

anhydrases. Bioorganic and Medicinal Chemistry, 2013, 21, 7210-7215.
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