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The bacterial microbiome and metabolome in caries progression and arrest. Journal of Oral
Microbiology, 2021, 13, 1886748.

Analysis of microorganisms in periapical lesions: A systematic review and meta-analysis. Archives of

Oral Biology, 2021, 124, 105055. 18 10

Crossa€sectional comparisons of subgingival microbiome and gingival fluid inflammatory cytokines in
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1079-1090.

Interrelationship between the Microbial Communities of the Root Canals and Periodontal Pockets in

Combined Endodontic-Periodontal Diseases. Microorganisms, 2021, 9, 1925. 3.6 7

Bayesian variable selection for multivariate zero-inflated models: Application to microbiome count
data. Biostatistics, 2020, 21, 499-517.

Salivary metabolite levels in perinatally HIV-infected youth with periodontal disease. Metabolomics, 3.0 8
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<i>Aggregatibacter actinomycetemcomitans</i> colonization and persistence in a primate model.
Proceedings of the National Academy of Sciences of the United States of America, 2019, 116, 22307-22313.

Effect of Silver Diamine Fluoride Treatment on Microbial Profiles of Plaque Biofilms from

Root/Cervical Caries Lesions. Caries Research, 2019, 53, 555-566. 2.0 22

Analysis of oral bacterial communities: comparison of HOMI<i>NGS<[i> with a tree-based approach
implemented in QIIME. Journal of Oral Microbiology, 2019, 11, 1586413.

Caries-associated oral microbiome in head and neck cancer radiation patients: a longitudinal study.

Journal of Oral Microbiology, 2019, 11, 1586421. 2.7 21

Association Between Nitrated€Reducing Oral Bacteria and Cardiometabolic Outcomes: Results From
ORIGINS. Journal of the American Heart Association, 2019, 8, e013324.

The Microbiomes of Pancreatic and Duodenum Tissue Overlap and Are Highly Subject Specific but
Differ between Pancreatic Cancer and Noncancer Subjects. Cancer Epidemiology Biomarkers and 2.5 120
Prevention, 2019, 28, 370-383.

Influence of periodontal treatment on subgingival and salivary microbiotas. Journal of

Periodontology, 2018, 89, 531-5309.

Microbiome at sites of gingival recession in children with Hutchinson&€“Gilford progeria syndrome.

Journal of Periodontology, 2018, 89, 635-644. 3.4 0
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Function of Pro-Resolving Lipid Mediator Resolvin E1 in Type 2 Diabetes. Critical Reviews in

Immunology, 2018, 38, 343-365.

Oral microbiota in youth with perinatally acquired HIV infection. Microbiome, 2018, 6, 100. 11.1 24

A practical guide to the oral microbiome and its relation to health and disease. Oral Diseases, 2017, 23,
276-286.

Salivary Gluten Degradation and Oral Microbial Profiles in Healthy Individuals and Celiac Disease

Patients. Applied and Environmental Microbiology, 2017, 83, . 3.1 47

Salivary microbiota in individuals with different levels of caries experience. Journal of Oral
Microbiology, 2017, 9, 1270614.

Interbacterial Adhesion Networks within Early Oral Biofilms of Single Human Hosts. Applied and

Environmental Microbiology, 2017, 83, . 3.1 50

The subgingival microbiome, systemic inflammation and insulin resistance: The Oral Infections,
Glucose Intolerance and Insulin Resistance Study. Journal of Clinical Periodontology, 2017, 44,
255-265.

Bacterial metatranscriptome of dentin caries. Journal of Oral Microbiology, 2017, 9, 1325194. 2.7 8

The oral bacterial microbiome of occlusal surfaces in children and its association with diet and
caries. PLoS ONE, 2017, 12, e0180621.
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Comparative analysis of bacterial profiles in unstimulated and stimulated saliva samples. Journal of

Oral Microbiology, 2016, 8, 30112. 27 49

NovelHelicobacterspeciesH.japonicumisolated from laboratory mice from Japan induces typhlocolitis
and lower bowel carcinoma in C57BL/129 L1037/ mice. Carcinogenesis, 2016, 37, bgw101.
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Resolvin E1 Reverses Experimental Periodontitis and Dysbiosis. Journal of Immunology, 2016, 197,
2796-2806.
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Identification using Next Generation Sequencing (HOMI<i>NGS</[i>) technique. Journal of Oral
Microbiology, 2016, 8, 30170.

<i>Helicobacter bilis</i> and <i>Helicobacter trogontum«</i>: infectious causes of abortion in sheep.
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TLR4, NOD1 and NOD2 mediate immune recognition of putative newly identified periodontal pathogens.

Molecular Oral Microbiology, 2016, 31, 243-258.

Temporal Stability of the Salivary Microbiota in Oral Health. PLoS ONE, 2016, 11, e0147472. 2.5 104

The hidden 3€ mycobacteriomea€™ of the human healthy oral cavity and upper respiratory tract. Journal of
Oral Microbiology, 2015, 7, 26094.

The oral mucosal and salivary microbial community of BehASet's syndrome and recurrent aphthous
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Association between tobacco use and the upper gastrointestinal microbiome among Chinese men.
Cancer Causes and Control, 2015, 26, 581-588.
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of Oral Microbiology, 2015, 7, 27429. :

Subgingival Microbial Communities in Leukocyte Adhesion Deficiency and Their Relationship with
Local Immunopathology. PLoS Pathogens, 2015, 11, e1004698.
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HIV Infection and Microbial Diversity in Saliva. Journal of Clinical Microbiology, 2014, 52, 1400-1411. 3.9 69

Salivary Biomarkers: Toward Future Clinical and Diagnostic Utilities. Clinical Microbiology Reviews,
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Lessons learned and unlearned in periodontal microbiology. Periodontology 2000, 2013, 62, 95-162. 13.4 268



56

58

60

62

64

66

68

70

72

BRUCE ] PASTER

ARTICLE IF CITATIONS

Changes in the supragingival microbiota surrounding brackets of upper central incisors during
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Periodontitis. Journal of Clinical Microbiology, 2013, 51, 2850-2861.
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Variations of oral microbiota are associated with pancreatic diseases including pancreatic cancer. 19.1 518
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Evidence of an increased pathogenic footprint in the lingual microbiome of untreated HIV infected
patients. BMC Microbiology, 2012, 12, 153.

A Characterization of the Oral Microbiome in Allogeneic Stem Cell Transplant Patients. PLoS ONE, 05 29
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Alterations in diversity of the oral microbiome in pediatric inflammatory bowel disease. Inflammatory
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77,2366-2373.
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