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ATXN2 trinucleotide repeat length correlates with risk of ALS. Neurobiology of Aging, 2017, 51,

178.e1-178.e9.

Associations of autozygosity with a broad range of human phenotypes. Nature Communications, 2019,
10, 4957. 128 84

Joint sequencing of human and pathogen genomes reveals the genetics of pneumococcal meningitis.
Nature Communications, 2019, 10, 2176.

Meta-analysis of pharmacogenetic interactions in amyotrophic lateral sclerosis clinical trials. 11 82
Neurology, 2017, 89, 1915-1922. )

Brain morphologic changes in asymptomatic <i>C9orf72<[i> repeat expansion carriers. Neurology,
2015, 85, 1780-1788.

The project MinE databrowser: brin?in large-scale whole-genome sequencing in ALS to researchers 17 60

and the public. Amyotrophic Lateral Sclerosis and Frontotemporal Degeneration, 2019, 20, 432-440.

Risk in Relatives, Heritability, SNP-Based Heritability, and Genetic Correlations in Psychiatric
Disorders: A Review. Biological Psychiatry, 2021, 89, 11-19.

Association of a Locus in the<i> CAMTAL</i>Gene With Survival in Patients With Sporadic Amyotrophic 9.0 57
Lateral Sclerosis. JAMA Neurology, 2016, 73, 812. :

<i>SMN1<[i> gene duplications are associated with sporadic ALS. Neurology, 2012, 78, 776-780.

Autoantibod?/ pathogenicity in a multifocal motor neuropathy induced pluripotent stem cella€“derived 5.3 53
model. Annals of Neurology, 2016, 80, 71-88. )

A large genome scan for rare CNVs in amyotrophic lateral sclerosis. Human Molecular Genetics, 2010,
19, 4091-4099.

Mapping of Gene Expression Reveals CYP27A1 as a Susceptibility Gene for Sporadic ALS. PLoS ONE, 2012, 05 50
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