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Implementation of corticosteroids in treatment of COVID-19 in the ISARIC WHO Clinical
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Procalcitonin Is Not a Reliable Biomarker of Bacterial Coinfection in People With Coronavirus Disease
2019 Undergoing Microbiological Investigation at the Time of Hospital Admission. Open Forum 0.9 10
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Comparison of rhesus and cynomolgus macaques as an infection model for COVID-19. Nature 12.8 115
Communications, 2021, 12, 1260. :
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Inflammatory profiles across the spectrum of disease reveal a distinct role for GM-CSF in severe 1.9 161
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Risk of adverse outcomes in patients with underlying respiratory conditions admitted to hospital
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Development and validation of the ISARIC 4C Deterioration model for adults hospitalised with
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African Swine Fever Virus Ubiquitin-Conjugating Enzyme Is an Immunomodulator Targeting NF-i°B 33 25
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Characterisation of in-hospital complications associated with COVID-19 using the ISARIC WHO Clinical
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Non-steroidal anti-inflammatory drug use and outcomes of COVID-19 in the ISARIC Clinical
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Identification of Niemann-Pick C1 protein as a potential novel SARS-CoV-2 intracellular target. a1 19
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