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Three highly conserved hydrophobic residues in the predicted i+2&€helix of rice NLR protein Pit
contribute to its localization and immune induction. Plant, Cell and Environment, 2022, , .

Roles of DEMETER in regulating DNA methylation in vegetative tissues and pathogen resistance.

Journal of Integrative Plant Biology, 2021, 63, 691-706. 8.5 26

CRISPR/Cas9-Based Genome Editing Toolbox for Arabidopsis thaliana. Methods in Molecular Biology,
2021, 2200, 121-146.

Gene Targeting Facilitated by Engineered Sequence-Specific Nucleases: Potential Applications for Crop
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Genomed€wide distribution and functions of the AAE complex in epigenetic regulation in
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Histone acetylation recruits the SWR1 complex to regulate active DNA demethylation in
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The genome of broomcorn millet. Nature Communications, 2019, 10, 436.

DNA demethylase ROS1 negatively regulates the imprinting of <i>DOGL4«/i> and seed dormancy in
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Four putative SWI2|SNF2 chromatin remodelers have dual roles in regulating DNA methylation in
Arabidopsis. Cell Discovery, 2018, 4, 55.

CRISPR/Cas9-mediated gene targeting in Arabidopsis using sequential transformation. Nature
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The developmental regulator PKL is required to maintain correct DNA methylation patterns at
RNA-directed DNA methylation loci. Genome Biology, 2017, 18, 103.

Efficient Generation of diRNAs Requires Components in the Posttranscriptional Gene Silencing

Pathway. Scientific Reports, 2017, 7, 301. 33 34

A pair of transposon-derived proteins function in a histone acetyltransferase complex for active DNA
demethylation. Cell Research, 2017, 27, 226-240.

SAC3B, a central component of the mRNA export complex TREX-2, is required for prevention of

epigenetic gene silencing in<i>Arabidopsis</i>. Nucleic Acids Research, 2017, 45, 181-197. 14.5 21

The Methyl-CpG-Binding Protein MBD7 Facilitates Active DNA Demethylation to Limit DNA

Hyper-Methylation and Transcriptional Gene Silencing. Molecular Cell, 2015, 57, 971-983.

Involvement of Multiple Gene-Silencing Pathways in a Paramutation-like Phenomenon in Arabidopsis.
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<i>Arabidopsis</i> EDM2 promotes <i>IBM1<[i> distal polyadenylation and regulates genome DNA
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Regulation of Active DNA Demethylation by an I+-Crystallin Domain Protein in Arabidopsis. Molecular 0.7 44
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Insights into the Localization and Function of the Membrane Trafficking Regulator GNOM ARF-GEF at
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Overproduction of stomatal lineage cells in Arabidopsis mutants defective in active DNA
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Small interfering RNA (siRNA) targeting of endogenous promoters induces DNA methylation, but not
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<i>De novo<[i> DNA methylation induced by siRNA targeted to endogenous transcribed sequences is
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