37

papers

41

all docs

361413

1,258 20
citations h-index
4] 4]
docs citations times ranked

414414
32

g-index

2881

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Genomic and phenotypic insights from an atlas of genetic effects on DNA methylation. Nature
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Epifenome-wide association study identifies<i>TXNIP</i>gene associated with type 2 diabetes mellitus 9.9 140
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Short-term exposure to traffic-related air pollution and ischemic stroke onset in Barcelona, Spain.
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Genetic variation in <i>PLEKHG1</[i> is associated with white matter hyperintensities (n = 11,226).
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Atrial fibrillation genetic risk differentiates cardioembolic stroke from other stroke subtypes.

Neurology: Genetics, 2018, 4, e293. 19 35

Short- and long-term outcome of patients with aneurysmal subarachnoid hemorrhage. Neurology,
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Genetic and lifestyle risk factors for MRI-defined brain infarcts in a population-based setting. 11 30
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Antithrombotic pretreatment increases very-early mortality in primary intracerebral hemorrhage.
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DNA Isolation Method Is a Source of Global DNA Methylation Variability Measured with LUMA.
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Factors associated with early outcome in patients with large-vessel carotid strokes. Journal of
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DNA Methylation and Ischemic Stroke Risk: An Epigenome-Wide Association Study. Thrombosis and

Haemostasis, 2022, 122, 1767-1778. 34 12

New-Onset Paroxysmal Atrial Fibrillation Diagnosis in Ischemic Stroke Patients. European Neurology,
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